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PubMLST Host GC_cont%  ANIm_ref
Pseudomonas_chlororaphis_subsp_piscium_DSM_21509_7525 Pseudomonas chlororaphis 100% - 62.646 0.956
Pseudomonas_chlororaphis_subsp_piscium_ToZa7_7535 Pseudomonas chlororaphis 100% - 62.64 0.957
seudomonas_chlororaphis_subsp_piscium_DTR133_7529 Pseudomonas chlororaphis 100% - 62.669 0.956
100 seudomonas_chlororaphis_subsp_piscium_ChPhzS135_7532 Pseudomonas chlororaphis 100% - 62.791 0.957
Pseudomonas_chlororaphis_subsp_piscium_SLPH10_7528 Pseudomonas chlororaphis 100% - 62.455 0.956
Pseudomonas_chlororaphis_subsp_piscium_ChPhzTR44_7534 Pseudomonas chlororaphis 100% - 62.812 0.957
Pseudomonas_chlororaphis_subsp_piscium_PCL1607_7531 Pseudomonas chlororaphis 100% - 62.8 0.957
Pseudomonas_chlororaphis_subsp_piscium_ChPhzS140_7533 Pseudomonas chlororaphis 100% - 62.635 0.957
Pseudomonas_chlororaphis_subsp_piscium_PCL1391_7530 Pseudomonas chlororaphis 100% - 62.795 0.957
Pseudomonas_chlororaphis_ZJU60_6778 Pseudomonas chlororaphis 100% Wheat 62.799 0.957
Pseudomonas_chlororaphis_subsp_piscium_ATCC_17809_7526 Pseudomonas chlororaphis 100% - 62.439 0.956
0
3| fscudomonasichlororaphisiNCTC735777560 Pseudomonas chlororaphis 100% - 62.453 0.956
Pseudomonas_chlororaphis_subsp_piscium_ATCC 17411_7527 Pseudomonas chlororaphis 100% - 62.453 0.956
Pseudomonas_chlororaphis_B25_7556 Pseudomonas chlororaphis 100% - 61.95 0.962
Pseudomonas_chlororaphis_ TAMOak81_7536 Pseudomonas chlororaphis 100% - 62.996 0.951
Pseudomonas_chlororaphis_subsp_chlororaphis DSM_50083_7558 Pseudomonas chlororaphis 100% - 62.985 0.951
Pseudomonas_chlororaphis_isolate_189_4023 Pseudomonas chlororaphis 100% - 62.738 0.952
Pseudomonas_chlororaphis ATCC_17415_7537 Pseudomonas chlororaphis 100% - 63.03 0.951
L9l Pseudomonas_chlororaphis_Pb-St2_7549 Pseudomonas chlororaphis 100% - 63.239 0.968
—— Pseudomonas_chlororaphis_subsp_aurantiaca_M71_7541 Pseudomonas chlororaphis 100% - 62.935 0.981
0()— Pseudomonas_chlororaphis_subsp_aurantiaca M12_7538 Pseudomonas chlororaphis 100% - 63.022 0.984
| IU;PseudomonasichlororaphisistFRB50876952 Pseudomonas chlororaphis 100% Solanum tuberosum L. 62.825 0.982
0 | Pseudomonas_chlororaphis_subsp_aurantiaca_JD37_2918 Pseudomonas chlororaphis 100% - 62.756 0.981
1 g Pseudomonas_chlororaphis_subsp_aurantiaca_449_7539 Pseudomonas chlororaphis 100% - 62.855 1
ALIPseudomonasﬁchlomraphiSﬁsubspﬁaurantiacaﬁ46477550 Pseudomonas chlororaphis 100% - 62.854 0.999
— Pseudomonas_chlororaphis_subsp_aurantiaca_Q16_7543 Pseudomonas chlororaphis 100% - 62.838 0.985

1 . . .

Pseudomonas_chlororaphis_subsp_aurantiaca CW2_7540 Pseudomonas chlororaphis 100% - 62.827 0.986
140 9)

1 Pseudomonas_chlororaphis_subsp_aurantiaca_ DSM_19603_7551 Pseudomonas chlororaphis 100% - 62.861 0.984
Pseudomonas_chlororaphis_subsp_aurantiaca PCM_2210_7542 Pseudomonas chlororaphis 100% - 63.003 0.985
Pseudomonas_chlororaphis_subsp_aureofaciens_P2_7544 Pseudomonas chlororaphis 100% - 62.804 0.973

9 . . .
Pseudomonas_chlororaphis_subsp_aureofaciens_C50_7545 Pseudomonas chlororaphis 100% - 63.034 0.973
1
1 Pseudomonas_chlororaphis_subsp_aureofaciens DSM_6698_7553 Pseudomonas chlororaphis 100% - 62.7 0.973
Pseudomonas_chlororaphis_subsp_aureofaciens ChPhzTR36_7552 Pseudomonas chlororaphis 100% - 62.695 0.974
|00y— Pseudomonas_chlororaphis_Lzh-T5_6478 Pseudomonas chlororaphis 100% - 63.061 0.973
19 pseudomonas_chlororaphis PA23 2420 Pseudomonas chlororaphis 100% : 62.64 0.973
Pseudomonas_chlororaphis_subsp_aureofaciens ChPhzTR39_7554 Pseudomonas chlororaphis 100% - 62.731 0.973
). . .
Pseudomonas_chlororaphis_subsp_aureofaciens_ ChPhzTR18_7555 Pseudomonas chlororaphis 100% - 62.916 0.973
q (;’seudomonasichlororaphisisubspiaureofaciensiChthTR3877557 Pseudomonas chlororaphis 100% - 62.811 0.973
Pseudomonas_chlororaphis_subsp_aureofaciens_ChPhzS24_7548 Pseudomonas chlororaphis 100% - 62.923 0.973
1 1[iPseudomonasichloromphis)ubsp;xureofaciensichthS2377547 Pseudomonas chlororaphis 98% - 63.021 0.973
Pseudomonas_chlororaphis_subsp_aureofaciens_66_7546 Pseudomonas chlororaphis 100% - 62.973 0.973
100 ,—PseudomonasichlororaphisiPCL160672920 Pseudomonas chlororaphis 100% Persea americana 64.031 0.910
I—PseudomonasispiMRSN1212173055 Pseudomonas chlororaphis 97% Homo sapiens 63.842 0.910
PubMLST Host GC cont% ANIm_refl ANIm_ref3
ANIm_ref2
Pseudomonas_stutzeri_1W1-1A_7121 Pseudomonas stutzeri 100% - 64.235 0.982 0.881 0.846
NE
Pseudomonas_stutzeri_SLG510A3-8_3072 Pseudomonas stutzeri 100% - 63.987 0.984 0.881 0.847
Pseudomonas_stutzeri ATCC_17588__ LMG_11199_175 Pseudomonas stutzeri 100% - 63.928 0.979 0.881 0.846
! E
Pseudomonas_stutzeri NCTC10450_9487 Pseudomonas stutzeri 100% - 64.134 0.979 0.881 0.846
1
L Pseudomonas_stutzeri_ DSM_4166_176 Pseudomonas stutzeri 100% - 64.031 1 0.881 0.846
10 Pseudomonas_stutzeri_SGAir0442_9456 Pseudomonas stutzeri 100% - 64.033 0.982 0.881 0.846
o L Pseudomonas_stutzeri A1501 123 Pseudomonas stutzeri 100% - 63878 0.978 0.881 0.847
Pseudomonas_sp_R2A2_5971 Pseudomonas stutzeri 100% - 63.664 0.908 0.882 0.847
Pseudomonas_stutzeri RCH2 193 Pseudomonas songnenensis 39% - 62.522 0.881 1 0.846
Pseudomonas_stutzeri DW2-1_6394 Pseudomonas songnenensis 58% - 62.983 0.894 0.93 0.847
Pseudomonas_stutzeri_19SMN4_3066 Pseudomonas stutzeri 100% - 62.347 0.881 0.909 0.846
| Pseudomonas_stutzeri NCTC10475_9488 Pseudomonas kunmingensis 64% - 63.052 0.879 0.894 0.847
Pseudomonas_stutzeri CCUG 29243 177 Pseudomonas kunmingensis 47% - 62.666 0.88 0.893 0.846
Pseudomonas_stutzeri_PheN2_9486 Pseudomonas stutzeri 100% - 64.434 0.869 0.866 0.845
100
Pseudomonas_balearica_DSM6083__SP1402_2911 Pseudomonas balearica 100% - 64.655 0.868 0.864 0.842
Pseudomonas_stutzeri_28a24_3065 No match - 60.579 0.846 0.846 1
100
{Pseudomonas}tutzeri]7374I 19 Pseudomonas zhaodongensis 81% - 60.284 0.846 0.853 0.852
Pseudomonas_sp_20_BN_3032 Pseudomonas saudiphocaensis 100% - 61.238 0.85 0.851 0.843
100
Pseudomonas_stutzeri DSM_10701_178 Pseudomonas stutzeri 83% - 63.214 0.857 0.855 0.848




seudomonas_syringae_pv_syringae B728a_112
Pseudomonas_syringae_Pss9097_6431

Pseudomonas_syringae_isolate. CFBP2118_5951
Pseudomonas_syringae_isolate_ CFBP4215_6752

Pseudomonas_syringae _pv_syringae B301D_3084
Pseudomonas_syringac_pv_lapsa ATCC_10859_3811
Pseudomonas_syringae LMG5095_7342
Pseudomonas_syringae_pv_pisi_str_PP1_11440
Pseudomonas_syringae_pv_syringae HS191_3083
seudomonas_cerasi_isolate_PL963_6414

Pseudomonas_syringae UMAF0158 3878
3| 'seudomonas_syringae_isolate_CFBP3840_6707

Pseudomonas_syringae_isolate CFBP6109_6963

Pseud s i_pv_phaseolicola_1448A_114
Pseudomonas_amygdali NM002_5127

3 Pseudomonas_syringae NZ-45 5193
8|Pseudomonas_syringae NZ-47_5235

1 d _syringae_pv_actinidiac_ICMP_18884 2474
seudomonas_syringae CRAFRU_1229_5710
Escudomonas)yringacﬁCRAFRUi140875396
1 _syringae_pv_: iae_str_Shaanxi_M228 11439
_syringae_pv_actinidiae_P155_11457
Pseudomonas_syringae ICMP_9853_5177
Pseudomonas_syringae MAFF212063 6757
seudomonas_avellanae_R2leaf 7019
'Pseudomonas_syringae_isolate. CFBP6411_6140
|qoPseudomonas_syringae_pv_tomato_DC3000_111
_syringae_B13-200_7111
Pseudomonas_syringae_isolate. CFBP3846_6577
Pseudomonas_syringae_CC1557_3076

Y

10(Pseudomonas_putida_KT2440 110
10/ Pseudomonas_putida NCTC13186_11537
1 -E)PseudomonasfspﬁSWl3676080
Pseudomonas_sp XWY-1_6134
(’g d _putida_JB_5306
Pseud _putida_BIRD-1_170
100 TPscudomonas _putida_S12_223
seudomonas_putida_F1_118
1jofyPseudomonas_putida ND6_7299
Pseudomonas_putida_B4_11524
Pseudomonas_putida DOT-T1E 11518
Pseudomonas_sp_JY-Q_JY-Q_4106
100 (Pseudomonas_putida PP112420 5661
_J—{Pseudomonas)uuda?GB-l7121
100 Pseudomonas_sp LTGT-11-2Z 11588
MﬁPseudomonﬂsimontell _B5_7409
Pseudomonas_monteilii. FDAARGOS_171_6977
100r Pseudomonas_putida_KF715_6228
m[[Pseudomonas _putida_H8234_190
Pseudomonas_putida_S1312_2449
seudomonas_monteilii_SB3101_490
Pseudomonas_monteilii_SB3078_491
10pseudomonas_putida_DLL-E4 3010
10 Pseudomonas_putida_S16_169
100 pseudomonas_plecoglossicida_NyZ12_3004
Pseudomonas_putida HB3267 188
Pseudomonas_sp_FGI182_3048
Pseudomonas_sp_Leaf58 11434
9pPseudomonas_fulva_ FDAARGOS_167_6697
100} Pseudomonas_sp SWI7_7400
4 Pseudomonas_sp_URMO17WK12_I11_isolate_Yellow_3778
100 P  fulva_SBI1_9374
|\L)(CPscudomonasisp7SGAir0 191 9395
Pseudomonas_parafulva_PRS09-11288_4997
Pseudomonas_putida_E41_6959
Pseudomonas_putida_E46_5809
Pseud ¥ lossicida XSDHY-P_6178
Pseudomonas_putida_W619_122
Pseudomonas_putida AA7 4985
; . putida_1290_11534

9pPseudomonas_sp_VLB120_656
100 Pseudomonas_sp_SWI6_6832
Pseudomonas_sp SWI44 6721
1

'seudomonas_mosselii_PtA1_5852
Pseudomonas_mosselii_BS011_6013
Pseudomonas_putida_1A00316_4055
Pseudomonas_mosselii_SJ10_423
Pseudomonas_sp_PONIH3_6249
Pscudomonas_sp_CCOS_191_3041

P ¢ hila_L48_117
Pseudomonas_entomophila_2014_11435
Pseudomonas_entomophila_1257 11436
Pseudomonas_putida_TEC33019_6180
Pseudomonas_putida NX-1_7316
Pseudomonas_putida_PC2_4057

100 P _parafulva_JBCS1880 7373
LPseudomonas_parafulva_CRS01-1_3001

100 Pscudomonas_sp_DGS6-2_isolate_DG56-2_11542
100 ’—‘ - alk; ia K128 2901
100 Pseud . sp SNU_WTI_7571

1004

104

100

L Pseud . sp HLS-6 6420
I . cremoricolorata NDO7_2924
: “monteilii_USDA-ARS-USMARC-56711_3870

PubMLST
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas cerasi 100%
Pseudomonas cerasi 100%
Pseudomonas syringae 100%
Pseudomonas amygdali 96%
Pseudomonas amygdali 100%
Pseudomonas amygdali 100%
Pseudomonas savastanoi 100%
Pseudomonas amygdali 46%
Pseudomonas savastanoi 100%
P 37%

Host
Prunus sp.
Pyrus communis
Triticum aestivum
Triticum aestivum
Pisum sativum
Panicum miliaceum
Prunus cerasus
Prunus avium
olive knot (Olea europaea)

Phaseolus vulgaris

Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringac 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pscudomonas syringac 100%
Pseudomonas syringae 100%
Pseudomonas avellanae 100%
Pseudomonas avellanae 98%
Pscudomonas syringac 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%
Pseudomonas syringae 100%

PubMLST

Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 98%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 90%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 96%
Pseudomonas putida 75%
Pseudomonas putida 75%

No match

Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas monteilii 100%
Pseudomonas monteilii 100%
Pseudomonas monteilii 92%
Psecudomonas monteilii 90%
Pseudomonas monteilii 92%
Pscudomonas asiatica 100%
Pseudomonas asiatica 100%
Pseud: parafulva;P
Pscudomonas putida 90%
Pseudomonas putida 100%
Pseudomonas putida 100%
Pseudomonas putida 96%
Pseudomonas putida 100%
Pseudomonas putida 84%
Pseudomonas capeferrum 47%
Pscudomonas capeferrum 43%
Pseudomonas plecoglossicida 100%
Pseudomonas putida 52%
Pseudomonas putida 100%
Pseudomonas putida 8%
Pseudomonas taiwanensis 100%
Pseudomonas taiwanensis 100%
Pseudomonas taiwanensis 100%
Pseudomonas mosselii 100%
Pseudomonas mosselii 100%
Pseudomonas mosselii 89%
Pseudomonas soli 100%
Pseudomonas soli 100%
Pseudomonas soli 91%
Pseudomonas entomophila 100%
Pseudomonas sichuanensis 39%
Pseudomonas sichuanensis 35%
Pscudomonas guariconensis 16%

Actinidia deliciosa
Actinidia chinensis
'Actinidia deliciosa "Hayward"
Actinidia deliciosa
Actinidia deliciosa
'Actinidia deliciosa "Hayward"

Actinidia

Actinidia chinensis

Prunus avium

Solanum lycopersicum

Solanum lycopersicum cv. Brillante

putida 50%

Pseud. capeferrum;P 26%
Pseud. capeferrum;P ict is 26%
Pscudomonas 5%

Pseudomonas 5%

Pseud i d d i is 50%

Pseudomonas alkylphenolica 100%
Pseudomonas wadenswilerensis 100%
Pseudomonas 100%

Pseudomonas cremoricolorata 100%
Pseudomonas cremoricolorata 1%

GC_cont %
59.233
59.302
59.265
59.308
59.162
59.133
58.954
58.86
58.998
59.023
59.034
59.332
58.16
58.156
58.146
58.074
58.236
58.015
58.144
58.364
58.424
58.415
58.417
58.416
58.311
58.424
58.674
58.414
58.588
58.555
58.399
58.583
58.739
58.557

Homo sapiens
Homo sapiens

Homo sapiens

Homo sapiens

Homo sapiens

Sida hermaphrodita
Sida hermaphrodita

Larimichthys crocea

Populus trichocarpa
Zea mays

ANIm_refl ANIm_ref2

0.879
0.879
0.878
0.879
0.878
0.877
0.877
0.879
0.878
0.88
0.88
0.877
0.885
0.886
0.884
0.883
0.884
0.882
0.883
0.958
0.957
0.958
0.957
0.957
0.958
0.958
0.957
0.957
0.958
0.958
1
0.989
0.988
0.876

Pistacia chinensis Bunge

Oryza sativa

Bos taurus

0.987
0.988
0.988
1
0.989
0.952
0.952
0.953
0.95
0.947
0.947
0.946
0.898
0.898
0.898
0.898
0.898
0.897
0.897
0.879
0.879
0.879
0.879
0.879
0.879
0.879
0.879
0.879
0.879
0.879
0.879
0.879
0.879
0.876

GC_cont%

61.524
61.54
61.836
61.886
61.806
61.742
61.8
61.862
61.773
61.848
61.43
61.34
62.013
61.942
61.682
61.798
61.855
61.894
61.598
62.34
62.493
62.461
62.464
62.322
62.397
62.598
63.282
62.281
61.591
61.601
61.682
61.345
61.437
61.711
62.228
62.273
62.661
61.436
62.534
63.139
61.828
61.77
61.835
64.419
64.346
64.439
63.392
63.408
64.186
64.16
63.968
63.764
62.277
62.939
63.19
63.383
63.464
58.741
60.626
61.827
59.882
63.243
64.356

ANIm ref3
0.897
0.897
0.898
0.898
0.897
0.896
0.896
0.897
0.898
0.903
0.904
0.901
1
0.999
0.999
0.989
0.986
0.978
0.979
0.885
0.885
0.885
0.885
0.885
0.886
0.885
0.886
0.885
0.888
0.884
0.885
0.887
0.887
0.872

ANIm_ref

0.91
0.91
0.91
0.91
0.91
0.91
0.91
0.91
0.91
0.91
0.91
0.91
1

0.99
0.90
0.90
0.90
0.90
0.90
0.90
0.90
0.90
0.90
0.90
0.90
0.90
0.90
0.89
0.86
0.86
0.86
0.86
0.86
0.86
0.88
0.88
0.87
0.87
0.88
0.87
0.87
0.87
0.86
0.87
0.87
0.87
0.87
0.87
0.87
0.87
0.87
0.87
0.86
0.86
0.86
0.86
0.86
0.84
0.85
0.85
0.85
0.85
0.85



PUbMLST Host GC_cont%  ANIm_ref

Pseudomonas sp R11-23-07 7390 573
Pseudomonas sp R2-7-07 9503 ]
- 398
5 38
- 389
- 384
- 39
- 293
- 328
- 025
- 719
- 635
- 642
100% - 745
s orientalis 100% - 371
synxantha 100% - 643
synxantha 100% - 616
s synxantha 100% 43
synxantha 61% 7
synxantha 63% 98
s synxantha [00% 79
I fymaniha - 722
fluorescens 100% - 032
scens 100% - 262
Juorescens 100% - 914
5 7 actis 100% p 008
ARRGOS. 360 6702 s lactls 75% Homo sapicns 725
o, goue RE=1-114197 oae 100%, Beta vulgaris subsp. vulgaris 47
" 100 Pscudomonas, fluorescens BICF7 205 Simiae 100% p 402
Ps, S Mborcscens PCLITST 2955 s simiac 100% Solanum lycopersicum 357
Pseudomonas_azotoformans_S4 408 azotoformans 100% 314
lurida 100% Caenorhabis clegans MY316 841
s lurida 100% § Miscanthus gigantcus 844
exlremunenuh; P. 8 : poae; 13% 020
fluorescens 100% Beta vulgaris subsp. ulsaris 503
Muoreseens 28% Hippophae rhamnoides 897
s SIK Wi 9399 extremoricnialis 43% 674
- NlBRBKCOOUSONU 7385 grimontii 40% 265
s—azatoformans rimontii 57% 08
Ps: nas,sp,u,l Juorescens 50% 172
Pseydomonns anireica PAVC 27494 4017 antaretica 100% 847
~_Pseudomoras_fluorescens NCTCI0038 6712 fuorescens 1007 - 985
’LBUM‘)“O 438 antarcrca: i | i - s veronii 16% 696
i) 95 Lo 0055 - 03
eadomonas veronii_Pvy_11565 veronii 100% . 76
udomonas veronii R02 5004 veronil 100% Solanum tuberosum 063
;| grimontii 30% Miscanthus giganteus 766
rimonti:Pseudomonas grimontii 30% Miscanthus giganteus 776
grimontii 33% - 87
61 - 038
SXNI-T 7402 - 781
s HMuorescens LBUMG36_7217 - 61
monds sp LG1DY 6333 - 486
s - 134
- 674
, 087
5 317
29
939
599
- Koreernsis D26 4042 386
Scudomonis fluoresegns. NCTCO428 9426 13% - 964
Pcudomonas sp DIUI 11429 s Juorescens 88% - 436
100 Pseudomonas 5| - 156
e omones Ruoreccens B0 124 Roaen 10076 - 21
Pscudomonas_fluorescens MS§2_6261 s uorescens 100% - 361
seudomonas sp DR 5-09 DR 509 4101 uorescens 92% Conyza canadensis as3
Picudomonas syringd isolate, MHO1S. 11494 luorescens 74% - 7
cudomonas_kribberssis_46-2_5863 ribbensis 100% - 545
Pscudomonas sp 3112 6298 mandelii 37% - 072
Preudomonas mandeli R 4360 mandelii 100% - 24
Pseudomonas_frederiksbergénsis andelii 54% - 95
Pseudomongs fuorescr migulae 30% - 007
silésiensis 100% - 582
andelii 42% - 961
‘mandelii 50% - 26
s umsongensis $0% Artemisia princeps 13
andelii 72% 351
. 74% 095
: s iphila 74% . 1
Jaurylsulfatiphila 86% Phragnites ausiralis 055
s putida JBC17 6779 aciica 8% 278
P Rseudomonas brisicacearum Subsp hmmammm NFM421_158 s 100% ‘Arabidopsis thaliana 789
1002 [ Pseudomonas brassicacearum T13-6:12 4021 100% Solanum tuberosum cv Desiree 917
Pioudomonas brassicaccarum LBUN300. 3862 rassicacearum 100% - 755
Pseudomonas fluorescens F- s fluorescens 100% - 784
100 Pseudomona c 300-N2C3_3863 29% - 288
Pscudomonas_| 98 l 4 - 914
Pseudomonas fluorescens 2P24 9397 s seudomonas fluorescens 20% - 794
100 fseudomonag brasscaceimym, DF41_2913 100% - 31
1K1 7725 resscaceanu Kilonensis 33% - 362
10y Pcudomonss chloforaphis UFB2 izolate Soil 2921 . s cormigta {6 . 035
Pseudomorias cormugata RM |- 100% Brassica napus 657
100 T Teudomonss Tuorescens FWI00NGE 73676 Slestensis 100% - 802
ERGST 02_5204 s silesiensis 15% - 728




PubMLST GC % Host ANIm

chlororaphis  stutzeri2 putida syringae2 fluorescens
aeruginosa stutzeril ~ stutzeri3 syringael syringae3

Pseudomonas sp S-6-2 5244 Pseudomonas 100% 60.081 sediment 0.836 0.826 0.836 0.835 0.829 0.829 0.822 0.822 0.823 0.826

Pseudomonas mesoacidophila ATCC 31433 7131 [Pseudomonas] mesoacidophila 100% 67.48 0.821 0.838 0.815 0.816 0.824 0.813 0.808 0.808 0.806 0.813

Pseudomonas sp QZS01 7776 No match 38.05 0.897 0.857 0.892 0.867 0.924 0.89 0.833 0.832 0.84 0.841

—— Pseudomonas sp LTJR-52 11577 Pseudomonas luteola 91% 55.175 0.835 0.826 0.829 0.834 0.83 0.828 0.826 0.827 0.825 0.825
r1o0] Pseudomonas oryzihabitans USDA-ARS-USMARC-56511 3695 Pseudomonas oryzihabitans 100% 65.113 Bos taurus 0.844 0.835 0.84 0.84 0.836 0.835 0.83 0.83 0.827 0.832
100 Pseudomonas psychrotolerans CS51 7569 Pseudomonas psychrotolerans 100% 64.705 0.844 0.836 0.841 0.842 0.836 0.835 0.829 0.829 0.829 0.833
o Pseudomonas psychrotolerans PRS08-11306 5018 Pseudomonas psychrotolerans 100% 64.787 0.845 0.835 0.842 0.841 0.836 0.835 0.83 0.831 0.828 0.831
Pseudomonas denitrificans ATCC 13867 198 Pseudomonas denitrificans;Pseudomonas nitroreducens 50% 65.239 0.858 0.841 0.847 0.844 0.838 0.84 0.833 0.834 0.832 0.837

o Pseudomonas knackmussii B13 2986 Pseudomonas knackmussii 100% 65.611 0.857 0.841 0.845 0.843 0.838 0.84 0.833 0.835 0.833 0.838
10 Pseudomonas citronellolis SITE-3 4026 Pseudomonas citronellolis 100% 67.037 0.862 0.843 0.847 0.844 0.838 0.842 0.832 0.834 0.833 0.838
1 Pseudomonas citronellolis P3B5 4025 Pseudomonas citronellolis 100% 67.113 basil 0.861 0.843 0.847 0.845 0.838 0.842 0.832 0.835 0.832 0.839
PSEUTONONAS aeTUgMosa PAT 119 66.449 HOIMOo Sapiens 0.93870.840 0.848 0.843 0.838 0.843 0.832 0.834 0.83 0.834

1 Pseudomonas aeruginosa CR1 6461 Pseudomonas aeruginosa 100% 66.896 0.936|0.840 0.846 0.843 0.838 0.839 0.833 0.834 0.83 0.835
0 Pseudomonas aeruginosa AR441 6528 Pseudomonas aeruginosa 100% 66.445 0.937|0.840 0.852 0.844 0.838 0.841 0.832 0.834 0.83 0.835
0 Pseudomonas aeruginosa AR 0356 7083 Pseudomonas aeruginosa 100% 66.444 0.937|0.840 0.852 0.844 0.838 0.841 0.832 0.834 0.83 0.835
Pseudomonas aeruginosa AR 0446 6897 Pseudomonas aeruginosa 100% 66.33 0.983|0.840 0.844 0.843 0.838 0.838 0.832 0.832 0.83 0.835

[0 Pseudomonas aeruginosa JB2 7002 Pseudomonas aeruginosa 100% 66.043 0.989|0.841 0.846 0.843 0.839 0.839 0.831 0.833 0.831 0.836
Pseudomonas aeruginosa PA D2 3999 Pseudomonas aeruginosa 100% 66.215 Homo sapiens 0.989|0.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835

5 Pseudomonas aeruginosa PA D21 4006 Pseudomonas aeruginosa 100% 66.214 Homo sapiens 0.989|0.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa PA D25 4003 Pseudomonas aeruginosa 100% 66.158 Homo sapiens 0.98910.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa PA D22 4002 Pseudomonas aeruginosa 100% 66.159 Homo sapiens 0.989|0.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa PA D16 4001 Pseudomonas aeruginosa 100% 66.159 Homo sapiens 0.989|0.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa PA D9 4000 Pseudomonas aeruginosa 100% 66.21 Homo sapiens 0.989|0.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835

1. Pseudomonas aeruginosa PA D1 3998 Pseudomonas aeruginosa 100% 66.213 Homo sapiens 0.989|0.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835
r Pseudomonas aeruginosa PA D5 4005 Pseudomonas aeruginosa 100% 66.159 Homo sapiens 0.989|0.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa isolate paerg005 11161 Pseudomonas aeruginosa 100% 65.996 0.99 |0.841 0.848 0.846 0.839 0.842 0.831 0.833 0.831 0.835

0 Pseudomonas aeruginosa isolate paerg009 11162 Pseudomonas aeruginosa 100% 65.979 0.99 |0.841 0.848 0.846 0.839 0.841 0.832 0.833 0.831 0.836
Pseudomonas aeruginosa Pal24 6251 Pseudomonas aeruginosa 100% 65.844 Homo sapiens 0.99 10.841 0.847 0.844 0.839 0.842 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa Pa127 6938 Pseudomonas aeruginosa 100% 65.739 Homo sapiens 0.99 |0.841 0.847 0.844 0.839 0.842 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa MTB-1 210 Pseudomonas aeruginosa 100% 66.241 0.989|0.841 0.844 0.844 0.839 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa 12939 6590 Pseudomonas aeruginosa 100% 66.205 Homo sapiens 0.988|0.841 0.845 0.844 0.839 0.839 0.832 0.833 0.83 0.835

b Pseudomonas aeruginosa AR 0095 6299 Pseudomonas aeruginosa 100% 66.108 0.989|0.841 0.846 0.846 0.838 0.84 0.831 0.833 0.831 0.836
o Pseudomonas aeruginosa LW 10696 Pseudomonas aeruginosa 100% 65.974 0.988|0.841 0.845 0.843 0.839 0.839 0.831 0.833 0.83 0.835
i Pseudomonas aeruginosa PABL048 9601 Pseudomonas aeruginosa 100% 66.04 0.99 10.841 0.846 0.844 0.839 0.84 0.831 0.834 0.83 0.836
o Pseudomonas aeruginosa AR 455 7148 Pseudomonas aeruginosa 100% 65.884 0.99 |0.842 0.846 0.844 0.839 0.84 0.831 0.834 0.831 0.836
1 Pseudomonas aeruginosa H25883 9950 Pseudomonas aeruginosa 100% 66.15 0.989|0.841 0.844 0.848 0.839 0.839 0.832 0.833 0.831 0.835
£ Pseudomonas aeruginosa PPF-1 6589 Pseudomonas aeruginosa 100% 65.909 0.99 10.841 0.846 0.847 0.838 0.841 0.831 0.834 0.831 0.836
1o Pseudomonas aeruginosa DN1 5583 Pseudomonas aeruginosa 100% 66.292 0.99 10.841 0.845 0.844 0.838 0.839 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa Ocean-1175 6075 Pseudomonas aeruginosa 100% 66.026 0.99 |0.841 0.845 0.844 0.838 0.839 0.831 0.834 0.832 0.836

T Pseudomonas aeruginosa Ocean-1155 5897 Pseudomonas aeruginosa 100% 66.011 0.99 |0.841 0.845 0.844 0.838 0.839 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa NCGM1984 2619 Pseudomonas aeruginosa 100% 65.961 Homo sapiens 0.989|0.841 0.846 0.844 0.838 0.841 0.832 0.834 0.831 0.835

4o Pseudomonas aeruginosa 268 9897 Pseudomonas aeruginosa 100% 65.912 0.989|0.841 0.846 0.845 0.838 0.842 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa PB367 7067 Pseudomonas aeruginosa 100% 66.205 Homo sapiens 0.989|0.841 0.846 0.844 0.838 0.841 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa PB350 6610 Pseudomonas aeruginosa 100% 66.205 Homo sapiens 0.989|0.841 0.846 0.844 0.838 0.841 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa FDAARGOS 571 9953 Pseudomonas aeruginosa 100% 65.895 0.989|0.841 0.846 0.844 0.838 0.841 0.831 0.834 0.831 0.835

Pseudomonas aeruginosa E6130952 7221 Pseudomonas aeruginosa 100% 65.856 Homo sapiens 0.989|0.841 0.849 0.844 0.838 0.841 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa AR 0354 6975 Pseudomonas aeruginosa 100% 66.097 0.989|0.841 0.846 0.844 0.838 0.84 0.831 0.834 0.831 0.835

Pseudomonas aeruginosa NCGM1900 2620 Pseudomonas aeruginosa 100% 65.981 Homo sapiens 0.989|0.841 0.846 0.844 0.838 0.841 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa MRSN12280 6456 Pseudomonas aeruginosa 100% 66.024 Homo sapiens 0.989|0.841 0.849 0.844 0.838 0.839 0.831 0.834 0.831 0.835

Pseudomonas aeruginosa FDAARGOS 501 9954 Pseudomonas aeruginosa 100% 65.991 0.989|0.841 0.846 0.844 0.837 0.84 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa 24Pae112 9634 Pseudomonas aeruginosa 100% 65.99 0.989|0.841 0.846 0.844 0.838 0.841 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa AR 0357 7058 Pseudomonas aeruginosa 100% 65.797 0.989|0.841 0.849 0.844 0.838 0.842 0.831 0.834 0.831 0.835

Pseudomonas aeruginosa NCGM257 3921 Pseudomonas aeruginosa 100% 65.912 Homo sapiens 0.989|0.841 0.849 0.844 0.839 0.842 0.832 0.833 0.831 0.835

A Pseudomonas aeruginosa BA7823 9659 Pseudomonas aeruginosa 100% 65.762 0.989|0.841 0.849 0.846 0.838 0.841 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa BA15561 9944 Pseudomonas aeruginosa 100% 65.838 0.989|0.841 0.848 0.845 0.837 0.841 0.831 0.833 0.83 0.835

T Pseudomonas aeruginosa B17932 10395 Pseudomonas aeruginosa 100% 65.937 0.989|0.841 0.848 0.846 0.838 0.841 0.832 0.834 0.831 0.835
Pseudomonas aeruginosa SP4528 9945 Pseudomonas aeruginosa 100% 65.848 0.989|0.841 0.849 0.845 0.838 0.841 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa SP4371 10392 Pseudomonas aeruginosa 100% 65.805 0.98910.841 0.849 0.845 0.839 0.841 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa B14130 10394 Pseudomonas aeruginosa 100% 65.874 0.989|0.841 0.848 0.845 0.838 0.841 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa SP2230 10393 Pseudomonas aeruginosa 98% 65.736 0.989|0.841 0.854 0.846 0.838 0.841 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa SP4527 10694 Pseudomonas aeruginosa 100% 65.793 0.989|0.841 0.849 0.845 0.837 0.842 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa B41226 10391 Pseudomonas aeruginosa 100% 65.871 0.989|0.841 0.848 0.846 0.838 0.841 0.832 0.833 0.831 0.835

I Pseudomonas aeruginosa PB369 7191 Pseudomonas aeruginosa 100% 66.016 Homo sapiens 0.989|0.841 0.846 0.844 0.839 0.839 0.831 0.834 0.831 0.835
hE Pseudomonas aeruginosa PB368 7201 Pseudomonas aeruginosa 100% 65.958 Homo sapiens 0.989|0.841 0.846 0.845 0.839 0.841 0.831 0.834 0.831 0.835
i Pseudomonas aeruginosa isolate B10W 5627 Pseudomonas aeruginosa 100% 66.177 0.989|0.841 0.845 0.845 0.839 0.839 0.831 0.833 0.831 0.835
o Pseudomonas aeruginosa PASGNDM345 6255 Pseudomonas aeruginosa 100% 66.067 Homo sapiens 0.98910.841 0.845 0.845 0.838 0.84 0.831 0.833 0.83 0.835
Pseudomonas aeruginosa PASGNDM699 7104 Pseudomonas aeruginosa 100% 66 Homo sapiens 0.989|0.841 0.845 0.845 0.839 0.84 0.831 0.834 0.831 0.835

Pseudomonas aeruginosa Pa58 6334 Pseudomonas aeruginosa 100% 65.795 Homo sapiens 0.989|0.841 0.847 0.846 0.839 0.841 0.831 0.834 0.831 0.835

T Pseudomonas aeruginosa AR 0353 6205 Pseudomonas aeruginosa 100% 65.733 0.989|0.841 0.847 0.846 0.838 0.841 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa IOMTU 133 3923 Pseudomonas aeruginosa 100% 65.979 Homo sapiens 0.989|0.841 0.848 0.844 0.839 0.841 0.831 0.833 0.831 0.836

il Pseudomonas aeruginosa BAMC 07-48 3994 Pseudomonas aeruginosa 100% 66.03 Homo sapiens 0.99 |0.841 0.846 0.844 0.838 0.839 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa NCTC13715 11168 Pseudomonas aeruginosa 100% 66.12 0.989|0.841 0.845 0.844 0.839 0.839 0.831 0.833 0.831 0.835

¥ Pseudomonas aeruginosa PA34 9522 Pseudomonas aeruginosa 100% 66.073 Homo sapiens 0.989|0.841 0.85 0.846 0.838 0.84 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa B136-33 191 Pseudomonas aeruginosa 100% 66.423 Homo sapiens 0.99 |0.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa VRFPA04 230 Pseudomonas aeruginosa 100% 66.484 Homo sapiens 0.988|0.842 0.852 0.843 0.837 0.84 0.831 0.834 0.831 0.836

4 Pseudomonas aeruginosa isolate M37351 3639 Pseudomonas aeruginosa 100% 65.967 Homo sapiens 0.99 10.841 0.845 0.843 0.839 0.839 0.83 0.833 0.83 0.835
g Pseudomonas aeruginosa M1608 7239 Pseudomonas aeruginosa 100% 65.955 Homo sapiens 0.99 |0.841 0.845 0.843 0.839 0.839 0.83 0.833 0.83 0.835
o Pseudomonas aeruginosa isolate PA140r reads 4013 Pseudomonas aeruginosa 100% 66.288 0.99 |0.841 0.845 0.844 0.839 0.839 0.831 0.833 0.83 0.835
100 Pseudomonas aeruginosa H26023 9951 Pseudomonas aeruginosa 100% 66.212 0.99 |0.841 0.846 0.844 0.839 0.839 0.831 0.833 0.83 0.835
Pseudomonas aeruginosa L10 6318 Pseudomonas aeruginosa 100% 66.135 0.99 |0.841 0.846 0.844 0.839 0.84 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa UCBPP-PA14 109 Pseudomonas aeruginosa 100% 66.292 Homo sapiens 0.99 |0.841 0.845 0.844 0.839 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa PALR 496 Pseudomonas aeruginosa 100% 66.289 0.99410.841 0.845 0.844 0.839 0.839 0.831 0.833 0.831 0.835

140 Pseudomonas aeruginosa PA1 497 Pseudomonas aeruginosa 100% 66.353 Homo sapiens 0.994|0.841 0.845 0.844 0.839 0.839 0.831 0.833 0.831 0.835
T Pseudomonas aeruginosa PALRG 3201 Pseudomonas aeruginosa 100% 66.344 0.99410.841 0.845 0.844 0.839 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa PA 154197 5532 Pseudomonas aeruginosa 100% 66.378 Homo sapiens 0.99210.841 0.845 0.843 0.838 0.838 0.831 0.833 0.83 0.835

Pseudomonas aeruginosa PB353 6129 Pseudomonas aeruginosa 100% 66.394 Homo sapiens 0.99410.841 0.845 0.844 0.839 0.839 0.832 0.833 0.831 0.835

i Pseudomonas aeruginosa PB354 7065 Pseudomonas aeruginosa 100% 66.399 Homo sapiens 0.99410.841 0.845 0.844 0.839 0.84 0.832 0.833 0.831 0.835
Pseudomonas aeruginosa PAER4 119 5012 Pseudomonas aeruginosa 100% 66.373 0.994|0.841 0.846 0.844 0.838 0.839 0.832 0.834 0.832 0.835

& Pseudomonas aeruginosa AR 460 7261 Pseudomonas aeruginosa 100% 66.555 0.99410.841 0.844 0.843 0.838 0.839 0.83 0.833 0.831 0.835
k3 Pseudomonas aeruginosa AR 0360 6841 Pseudomonas aeruginosa 100% 66.441 0.99410.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835
4o Pseudomonas aeruginosa AR 0111 9636 Pseudomonas aeruginosa 100% 65.985 0.99410.841 0.846 0.845 0.84 0.841 0.831 0.833 0.831 0.835
& Pseudomonas aeruginosa K34-7 7082 Pseudomonas aeruginosa 100% 65.912 Homo sapiens 0.994]10.841 0.846 0.844 0.84 0.841 0.831 0.833 0.831 0.835
4 Pseudomonas aeruginosa AR444 6466 Pseudomonas aeruginosa 100% 66.053 0.994|0.841 0.846 0.845 0.84 0.84 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa AR 0110 6371 Pseudomonas aeruginosa 100% 66.014 0.99410.841 0.846 0.845 0.84 0.84 0.832 0.833 0.831 0.835

P Pseudomonas aeruginosa AR 0230 6281 Pseudomonas aeruginosa 100% 65.945 0.994|0.841 0.846 0.845 0.84 0.842 0.832 0.833 0.831 0.835
Pseudomonas aeruginosa PA83 6078 Pseudomonas aeruginosa 100% 66.072 Homo sapiens 0.99410.841 0.847 0.845 0.84 0.841 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa DSM 50071 2857 Pseudomonas aeruginosa 100% 66.524 0.994]0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.836

Pseudomonas aeruginosa AR 458 7202 Pseudomonas aeruginosa 100% 66.234 0.995|0.841 0.846 0.844 0.838 0.842 0.831 0.833 0.83 0.836

T Pseudomonas aeruginosa isolate H47921 3637 Pseudomonas aeruginosa 100% 66.071 Homo sapiens 0.993|0.841 0.845 0.847 0.838 0.84 0.832 0.834 0.831 0.835
Pseudomonas aeruginosa NCTC11445 11166 Pseudomonas aeruginosa 100% 66.064 0.994|0.841 0.845 0.844 0.839 0.839 0.832 0.833 0.83 0.835

i Pseudomonas aeruginosa NCTC10728 11169 Pseudomonas aeruginosa 100% 66.393 0.995|0.841 0.845 0.844 0.839 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa N15-01092 9635 Pseudomonas aeruginosa 100% 65.897 0.994|0.841 0.847 0.844 0.838 0.84 0.831 0.833 0.831 0.835

1 Pseudomonas aeruginosa isolate T63266 3628 Pseudomonas aeruginosa 100% 66.326 Homo sapiens 0.994|0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa M18 172 Pseudomonas aeruginosa 100% 66.504 0.995|0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835

T Pseudomonas aeruginosa PA 150577 6347 Pseudomonas aeruginosa 100% 66.5 Homo sapiens 0.995|0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835
10 Pseudomonas aeruginosa isolate paerg003 11160 Pseudomonas aeruginosa 100% 66.398 0.994]0.841 0.845 0.844 0.844 0.839 0.831 0.833 0.83 0.835
Pseudomonas aeruginosa isolate paerg011 11164 Pseudomonas aeruginosa 100% 66.398 0.99410.841 0.845 0.844 0.844 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa isolate paerg004 11159 Pseudomonas aeruginosa 100% 66.402 0.99410.841 0.845 0.844 0.844 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa isolate paerg010 11163 Pseudomonas aeruginosa 100% 66.398 0.994|0.841 0.845 0.844 0.844 0.839 0.831 0.833 0.83 0.835

Pseudomonas aeruginosa isolate paerg012 11165 Pseudomonas aeruginosa 100% 66.398 0.99410.841 0.845 0.844 0.844 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa isolate paerg002 11158 Pseudomonas aeruginosa 100% 66.405 0.994|0.841 0.845 0.844 0.844 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa X78812 6522 Pseudomonas aeruginosa 100% 66.416 Homo sapiens 0.995|0.841 0.845 0.844 0.841 0.839 0.831 0.833 0.831 0.835

1E Pseudomonas aeruginosa Pag4 6035 Pseudomonas aeruginosa 100% 66.227 Homo sapiens 0.995|0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835
1 Pseudomonas aeruginosa 8380 3922 Pseudomonas aeruginosa 100% 66.233 Homo sapiens 0.99510.841 0.846 0.845 0.838 0.839 0.831 0.833 0.831 0.836
Pseudomonas aeruginosa VA-134 3846 Pseudomonas aeruginosa 100% 66.423 Homo sapiens 0.99410.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa isolate T52373 3627 Pseudomonas aeruginosa 100% 66.506 Homo sapiens 0.994|0.841 0.845 0.844 0.839 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa PAK 6441 Pseudomonas aeruginosa 100% 66.265 0.993|0.841 0.846 0.844 0.838 0.839 0.831 0.833 0.831 0.835

T Pseudomonas aeruginosa 12-4-4 59 3618 Pseudomonas aeruginosa 100% 66.348 Homo sapiens 0.99510.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa Y31 6550 Pseudomonas aeruginosa 100% 66.153 Homo sapiens 0.995|0.841 0.846 0.843 0.839 0.84 0.83 0.833 0.831 0.835

Pseudomonas aeruginosa F5677 6730 Pseudomonas aeruginosa 100% 65.885 Homo sapiens 0.994|0.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835

- P Pseudomonas aeruginosa isolate RW109 6944 Pseudomonas aeruginosa 100% 65.835 0.99410.841 0.847 0.845 0.838 0.841 0.832 0.833 0.831 0.835
& Pseudomonas aeruginosa isolate F30658 3634 Pseudomonas aeruginosa 100% 65.759 Homo sapiens 0.99410.841 0.846 0.844 0.839 0.839 0.831 0.833 0.831 0.835
i Pseudomonas aeruginosa FRD1 2621 Pseudomonas aeruginosa 100% 66.089 Homo sapiens 0.994|0.841 0.845 0.848 0.838 0.84 0.831 0.833 0.831 0.835
¥ Pseudomonas aeruginosa isolate 1 11152 Pseudomonas aeruginosa 100% 65.642 0.99410.841 0.848 0.848 0.838 0.843 0.832 0.833 0.831 0.836
1o Pseudomonas aeruginosa Carb01 63 2626 Pseudomonas aeruginosa 100% 65.597 0.994|0.841 0.848 0.848 0.838 0.842 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa RIVM-EMC2982 6088 Pseudomonas aeruginosa 100% 65.66 Homo sapiens 0.994|0.841 0.848 0.848 0.839 0.842 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa AR445 6560 Pseudomonas aeruginosa 100% 65.784 0.99410.841 0.848 0.848 0.838 0.842 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa Y82 7124 Pseudomonas aeruginosa 100% 65.751 Homo sapiens 0.99410.841 0.848 0.848 0.838 0.842 0.832 0.833 0.831 0.836

Pseudomonas aeruginosa DK2 174 Pseudomonas aeruginosa 100% 66.27 Homo sapiens 0.99410.841 0.846 0.844 0.838 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa YL84 2501 Pseudomonas aeruginosa 100% 66.429 0.995|0.841 0.845 0.844 0.838 0.839 0.831 0.834 0.831 0.835

3 Pseudomonas aeruginosa H5708 6745 Pseudomonas aeruginosa 100% 66.513 Homo sapiens 0.995|0.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835
Pseudomonas aeruginosa SCV20265 215 Pseudomonas aeruginosa 100% 66.253 Homo sapiens 0.995|0.841 0.846 0.845 0.839 0.839 0.831 0.833 0.831 0.835

T Pseudomonas aeruginosa DHO1 3915 Pseudomonas aeruginosa 100% 65.764 Homo sapiens 0.99510.841 0.849 0.846 0.838 0.842 0.831 0.833 0.831 0.835
1o Pseudomonas aeruginosa AR442 6465 Pseudomonas aeruginosa 100% 65.752 0.995|0.841 0.849 0.846 0.838 0.842 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa CCUG 70744 6254 Pseudomonas aeruginosa 100% 66.04 Homo sapiens 0.995|0.841 0.846 0.845 0.838 0.841 0.831 0.834 0.831 0.835

Pseudomonas sp AK6U 7863 Pseudomonas aeruginosa 100% 65.746 0.994|0.840 0.85 0.845 0.839 0.842 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa RP73 192 Pseudomonas aeruginosa 100% 66.461 Homo sapiens 0.995|0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.836

P Pseudomonas aeruginosa F63912 7033 Pseudomonas aeruginosa 100% 66.251 Homo sapiens 0.994|0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835
T Pseudomonas aeruginosa 1334 14 10731 Pseudomonas aeruginosa 100% 65.8 0.994|0.841 0.846 0.846 0.839 0.841 0.832 0.833 0.831 0.835
e Pseudomonas aeruginosa 97 9520 Pseudomonas aeruginosa 100% 65.89 Homo sapiens 0.994|0.841 0.845 0.844 0.839 0.84 0.832 0.833 0.831 0.835
Pseudomonas aeruginosa N17-1 3988 Pseudomonas aeruginosa 100% 66.415 0.99410.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835

¥ Pseudomonas aeruginosa PABL012 9632 Pseudomonas aeruginosa 100% 66.29 0.995|0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa USDA-ARS-USMARC-41639 3640 Pseudomonas aeruginosa 100% 66.395 Bos taurus 0.995|0.841 0.845 0.844 0.839 0.839 0.831 0.833 0.831 0.835

i Pseudomonas aeruginosa LES431 489 Pseudomonas aeruginosa 100% 66.341 Homo sapiens 0.995|0.841 0.846 0.844 0.838 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa W60856 6659 Pseudomonas aeruginosa 100% 66.179 Homo sapiens 0.995|0.841 0.846 0.845 0.838 0.842 0.831 0.833 0.831 0.835

* Pseudomonas aeruginosa F22031 3096 Pseudomonas aeruginosa 100% 66.223 Homo sapiens 0.995|0.841 0.848 0.847 0.838 0.839 0.831 0.833 0.831 0.835
Pseudomonas fluorescens NCTC10783 9425 Pseudomonas aeruginosa 96% 65.903 0.995|0.841 0.846 0.844 0.838 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa PA121617 3995 Pseudomonas aeruginosa 100% 66.427 Homo sapiens 0.995|0.841 0.845 0.844 0.838 0.841 0.832 0.833 0.831 0.835

e Pseudomonas aeruginosa H27930 5910 Pseudomonas aeruginosa 100% 66.256 Homo sapiens 0.994|0.841 0.845 0.844 0.839 0.839 0.832 0.833 0.831 0.835
Pseudomonas aeruginosa FDAARGOS 610 11151 Pseudomonas aeruginosa 100% 66.173 0.99410.841 0.845 0.844 0.839 0.839 0.831 0.834 0.831 0.835

e Pseudomonas aeruginosa NCTC13359 11326 Pseudomonas aeruginosa 100% 66.172 0.994|0.841 0.845 0.844 0.838 0.839 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa F23197 6110 Pseudomonas aeruginosa 100% 66.209 Homo sapiens 0.994|0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.836

T Pseudomonas aeruginosa IMP-13 10390 Pseudomonas aeruginosa 100% 65.776 0.993|0.841 0.852 0.844 0.838 0.84 0.831 0.833 0.831 0.836
Pseudomonas aeruginosa PACS2 84 Pseudomonas aeruginosa 100% 66.329 Homo sapiens 0.994|0.841 0.845 0.844 0.838 0.838 0.83 0.833 0.831 0.835

Pseudomonas aeruginosa F9676 2900 Pseudomonas aeruginosa 100% 66.465 Oryza sativa 0.995|0.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa isolate early isolate NN2 clone C 6774 Pseudomonas aeruginosa 100% 66.117 0.994)10.841 0.85 0.844 0.838 0.839 0.832 0.833 0.831 0.835

1fo Pseudomonas aeruginosa W36662 7266 Pseudomonas aeruginosa 100% 66.169 Homo sapiens 0.99410.841 0.849 0.844 0.838 0.842 0.832 0.833 0.83 0.835
Pseudomonas aeruginosa H26027 9949 Pseudomonas aeruginosa 100% 66.073 0.994|0.841 0.846 0.844 0.838 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa NHmuc 5737 Pseudomonas aeruginosa 100% 66.567 Homo sapiens 0.994|0.841 0.845 0.843 0.838 0.839 0.831 0.832 0.831 0.835

140 Pseudomonas aeruginosa DK1 substr NH57388A 6643 Pseudomonas aeruginosa 100% 66.568 0.994|0.841 0.845 0.843 0.838 0.839 0.832 0.833 0.831 0.835
Pseudomonas aeruginosa SCVFeb 5350 Pseudomonas aeruginosa 100% 66.568 0.994|0.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa SCVJan 5538 Pseudomonas aeruginosa 100% 66.568 0.99410.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa isolate Pcyll-10 5293 Pseudomonas aeruginosa 100% 66.506 0.995|0.841 0.845 0.844 0.839 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa AR439 6890 Pseudomonas aeruginosa 100% 65.944 0.99410.841 0.846 0.844 0.839 0.839 0.831 0.833 0.831 0.835

& Pseudomonas aeruginosa FDAARGOS 505 9955 Pseudomonas aeruginosa 100% 65.871 0.99410.841 0.846 0.845 0.839 0.841 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa FDAARGOS 532 9952 Pseudomonas aeruginosa 100% 66.098 0.99410.841 0.846 0.844 0.839 0.839 0.831 0.833 0.83 0.835

o Pseudomonas aeruginosa Pa1207 5865 Pseudomonas aeruginosa 100% 65.73 Homo sapiens 0.994|0.841 0.846 0.847 0.839 0.843 0.831 0.833 0.831 0.835
5 Pseudomonas aeruginosa NCTC12903 11167 Pseudomonas aeruginosa 100% 66.093 0.994|0.841 0.846 0.844 0.838 0.839 0.831 0.834 0.831 0.835
;N Pseudomonas aeruginosa ATCC 27853 3989 Pseudomonas aeruginosa 100% 66.108 Homo sapiens 0.994|0.841 0.846 0.844 0.839 0.839 0.831 0.834 0.831 0.835
1 Pseudomonas aeruginosa S86968 6031 Pseudomonas aeruginosa 100% 66.034 Homo sapiens 0.99410.841 0.846 0.844 0.839 0.841 0.831 0.833 0.831 0.835
P Pseudomonas aeruginosa isolate F9670 3848 Pseudomonas aeruginosa 100% 66.146 Homo sapiens 0.994|0.841 0.85 0.849 0.839 0.839 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa T38079 5952 Pseudomonas aeruginosa 100% 66.148 Homo sapiens 0.99410.841 0.85 0.849 0.839 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa HS9 6770 Pseudomonas aeruginosa 100% 66.16 0.995|0.841 0.846 0.844 0.838 0.839 0.831 0.833 0.831 0.835

o Pseudomonas aeruginosa FA-HZ1 4011 Pseudomonas aeruginosa 100% 66.165 0.995|0.841 0.846 0.844 0.838 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa NCTC13618 11327 Pseudomonas aeruginosa 100% 66.24 0.995|0.841 0.846 0.845 0.838 0.839 0.831 0.833 0.831 0.835

i Pseudomonas aeruginosa isolate paerg000 11157 Pseudomonas aeruginosa 100% 66.426 0.99410.841 0.845 0.845 0.838 0.839 0.831 0.833 0.831 0.835
T Pseudomonas aeruginosa W45909 5913 Pseudomonas aeruginosa 100% 66.239 Homo sapiens 0.995|0.841 0.846 0.844 0.838 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa PAO1161 10710 Pseudomonas aeruginosa 100% 66.419 1 0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835

4o Pseudomonas aeruginosa PAO1 Orsay 5354 Pseudomonas aeruginosa 100% 66.536 1 0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835
Pseudomonas aeruginosa GIMC5015 PAKB6 10430 Pseudomonas aeruginosa 100% 66.534 1 0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa FDAARGOS 767 11150 Pseudomonas aeruginosa 100% 66.533 1 0.841 0.845 0.844 0.838 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa ATCC 15692 4007 Pseudomonas aeruginosa 100% 66.535 1 0.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa PAO1 107 Pseudomonas aeruginosa 100% 66.556 Homo sapiens 1 0.841 0.845 0.844 0.839 0.839 0.831 0.833 0.831 0.835

Pseudomonas aeruginosa W16407 6873 Pseudomonas aeruginosa 100% 65.923 Homo sapiens 0.996|0.841 0.846 0.845 0.838 0.839 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa FDAARGOS 570 9956 Pseudomonas aeruginosa 100% 65.866 0.994|0.841 0.845 0.843 0.838 0.84 0.832 0.833 0.831 0.835

Pseudomonas aeruginosa PABLO17 9633 Pseudomonas aeruginosa 100% 66.313 0.99410.841 0.845 0.844 0.838 0.839 0.831 0.833 0.832 0.835

3Ee Pseudomonas aeruginosa AES1R 10830 Pseudomonas aeruginosa 100% 66.479 0.994|0.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835
i Pseudomonas aeruginosa AES1M 10829 Pseudomonas aeruginosa 100% 66.481 0.995|0.841 0.845 0.844 0.838 0.839 0.832 0.833 0.831 0.835
| Pseudomonas aeruginosa E80 10733 Pseudomonas aeruginosa 100% 66.087 0.995|0.841 0.845 0.848 0.839 0.841 0.831 0.834 0.831 0.835
: Pseudomonas aeruginosa Y89 7172 Pseudomonas aeruginosa 100% 66.052 Homo sapiens 0.99410.841 0.849 0.848 0.839 0.84 0.831 0.834 0.831 0.836
e Pseudomonas aeruginosa Y71 9532 Pseudomonas aeruginosa 100% 65.969 0.99410.841 0.849 0.848 0.839 0.84 0.831 0.834 0.831 0.836
s Pseudomonas aeruginosa Pa1242 6732 Pseudomonas aeruginosa 100% 65.826 Homo sapiens 0.994|0.841 0.847 0.845 0.839 0.84 0.831 0.834 0.83 0.835
1 Pseudomonas aeruginosa WCHPA075019 9521 Pseudomonas aeruginosa 100% 66.011 Homo sapiens 0.99410.841 0.845 0.844 0.839 0.839 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa PA1088 5724 Pseudomonas aeruginosa 100% 66.146 Homo sapiens 0.995|0.841 0.846 0.845 0.838 0.839 0.832 0.834 0.831 0.835

190 Pseudomonas aeruginosa 19BR 362 Pseudomonas aeruginosa 100% 66.126 Homo sapiens 0.995|0.841 0.846 0.845 0.839 0.839 0.831 0.834 0.831 0.835
Pseudomonas aeruginosa PA8281 5357 Pseudomonas aeruginosa 100% 66.009 Homo sapiens 0.995|0.841 0.851 0.845 0.838 0.839 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa PA7790 5368 Pseudomonas aeruginosa 100% 65.967 Homo sapiens 0.995|0.841 0.851 0.845 0.838 0.839 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa 213BR 361 Pseudomonas aeruginosa 100% 66.145 Homo sapiens 0.995|0.841 0.846 0.845 0.839 0.84 0.831 0.834 0.831 0.835

Pseudomonas aeruginosa PA298 11122 Pseudomonas aeruginosa 100% 66.234 0.995|0.841 0.847 0.845 0.838 0.841 0.832 0.834 0.831 0.835

Pseudomonas aeruginosa PA11803 5097 Pseudomonas aeruginosa 100% 65.973 Homo sapiens 0.995|0.841 0.851 0.844 0.838 0.839 0.832 0.834 0.831 0.835

Pseudomonas furukawail KF707 5864 Pseudomonas furukawaii 100% 65.57 0.851 0.840 0.846 0.842 0.838 0.841 0.833 0.833 0.831 0.837

100 Pseudomonas sp DY-1 9439 Pseudomonas resinovorans 100% 62.964 0.846 0.840 0.841 0.839 0.837 0.84 0.832 0.834 0.832 0.836
10 Pseudomonas sp TCU-HL1 TCU-HL1 4115 Pseudomonas resinovorans 100% 63.227 0.848 0.841 0.844 0.841 0.837 0.841 0.833 0.834 0.833 0.837
— Pseudomonas sp K2W31S-8 7845 Pseudomonas 100% 64.518 0.849 0.844 0.845 0.844 0.838 0.84 0.833 0.836 0.834 0.838
Pseudomonas alcaligenes NEB 585 4015 Pseudomonas alcaligenes 100% 65.499 0.848 0.841 0.847 0.845 0.838 0.842 0.834 0.836 0.832 0.838

Pseudomonas fulva 12-X 159 Pseudomonas fulva 100% 63.512 0.844 0.842 0.844 0.843 0.839 0.844 0.837 0.839 0.836 0.839

0 Pseudomonas sp CC6-YY-74 4982 Pseudomonas 100% 61.733 0.839 0.841 0.838 0.839 0.836 0.837 0.836 0.838 0.834 0.838
9 Pseudomonas sp M30-35 6332 Pseudomonas segetis 100% 54.272 0.829 0.836 0.826 0.829 0.833 0.832 0.834 0.833 0.835 0.832
o — Pseudomonas mendocina NEB698 6722 Pseudomonas mendocina;Pseudomonas oleovorans 3% 62.433 0.844 0.840 0.843 0.843 0.836 0.84 0.834 0.834 0.833 0.837
o Pseudomonas mendocina MAE1-K 6741 Pseudomonas mendocina 100% 64.524 0.848 0.842 0.854 0.847 0.839 0.847 0.835 0.836 0.833 0.839
100 |° Pseudomonas mendocina ymp 120 Pseudomonas mendocina 100% 64.676 0.847 0.842 0.849 0.846 0.838 0.842 0.834 0.835 0.833 0.839
N Pseudomonas mendocina NCTC10897 9392 Pseudomonas mendocina 100% 62.763 0.845 0.841 0.845 0.843 0.837 0.841 0.834 0.835 0.834 0.837
o Pseudomonas mendocina NK-01 160 Pseudomonas mendocina 100% 62.508 0.845 0.840 0.849 0.844 0.837 0.841 0.834 0.834 0.833 0.837
! L Pseudomonas sp LPH1 5482 Pseudomonas oleovorans;Pseudomonas toyotomiensis 28% 62.715 0.843 0.841 0.846 0.843 0.837 0.842 0.835 0.836 0.834 0.838
e Pseudomonas alcaliphila JAB1 4948 Pseudomonas alcaliphila 100% 62.538 0.844 0.841 0.848 0.843 0.836 0.842 0.835 0.836 0.834 0.838
19 Pseudomonas sp phDV1 11361 Pseudomonas oleovorans 100% 62.306 0.845 0.841 0.852 0.845 0.837 0.85 0.834 0.835 0.833 0.839
g Pseudomonas pseudoalcaligenes CECT5344 11339 Pseudomonas oleovorans 100% 62.342 0.844 0.841 0.851 0.845 0.837 0.85 0.834 0.836 0.833 0.839
P Pseudomonas pseudoalcaligenes assembly GCF 0009534551 3698 Pseudomonas oleovorans 100% 62.338 0.845 0.842 0.851 0.845 0.838 0.85 0.835 0.836 0.833 0.839
Pseudomonas stutzeri 28a24 3065 No match 60.579 0.839 0.834 0.846 0.846 1 0.832 0.832 0.832 0.831 0.833

10 Pseudomonas stutzeri 273 4119 Pseudomonas zhaodongensis 81% 60.284 0.838 0.834 0.846 0.853 0.852 .836 0.834 0.834 0.832 0.831
o Pseudomonas stutzeri DSM 10701 178 Pseudomonas stutzeri 83% 63.214 0.846 0.837 0.857 0.855 0.848 [0.837 0.833 0.834 0.832 0.835
1% Pseudomonas sp 20 BN 3032 Pseudomonas saudiphocaensis 100% 61.238 0.841 0.835 0.85 0.851 0.843 p.835 0.831 0.833 0.83 0.832
100 Pseudomonas balearica DSM6083 SP1402 2911 Pseudomonas balearica 100% 64.655 0.844 0.836 0.868 0.864 0.842 .836 0.831 0.831 0.829 0.830
Pseudomonas stutzeri PheN2 9486 Pseudomonas stutzeri 100% 64.434 0.845 0.836 0.869 0.866 0.845 0.837 0.831 0.834 0.83 0.834

Pseudomonas stutzeri CCUG 29243 177 Pseudomonas kunmingensis 47% 62.666 0.842 0.837 0.88 0.893 0.846 p.835 0.83 0.832 0.83 0.833

! Pseudomonas stutzeri NCTC10475 9488 Pseudomonas kunmingensis 64% 63.052 0.842 0.837 0.879 0.894 0.847 p.835 0.829 0.831 0.831 0.833
Pseudomonas stutzeri 19SMN4 3066 Pseudomonas stutzeri 100% 62.347 0.843 0.836 0.881 0.909 0.846 p.834 0.831 0.832 0.83 0.833

Pseudomonas stutzeri RCH2 193 Pseudomonas songnenensis 39% 62.522 0.844 0.837 0.881 1 0.846 p.836 0.832 0.83 0.831 0.833

Pseudomonas stutzeri DW2-1 6394 Pseudomonas songnenensis 58% 62.983 0.842 0.837 0.894 0.93 0.847 p.835 0.832 0.832 0.831 0.834

Pseudomonas sp R2A2 5971 Pseudomonas stutzeri 100% 63.664 0.844 0.837 0.908 0.882 0.847 0.837 0.831 0.834 0.831 0.834

Pseudomonas stutzeri A1501 123 Pseudomonas stutzeri 100% 63.878 0.846 0.838 0.978 0.881 0.847 0.838 0.833 0.833 0.831 0.834

Pseudomonas stutzeri DSM 4166 176 Pseudomonas stutzeri 100% 64.031 0.845 0.838 1 0.881 0.846 p.838 0.832 0.832 0.831 0.834

Pseudomonas stutzeri SLG510A3-8 3072 Pseudomonas stutzeri 100% 63.987 0.845 0.837 0.984 0.881 0.847 p.836 0.832 0.831 0.83 0.834

Pseudomonas stutzeri 1W1-1A 7121 Pseudomonas stutzeri 100% 64.235 0.845 0.837 0.982 0.881 0.846 [0.837 0.831 0.832 0.831 0.833

Pseudomonas stutzeri SGAir0442 9456 Pseudomonas stutzeri 100% 64.033 0.846 0.838 0.982 0.881 0.846 0.838 0.831 0.833 0.831 0.834

Pseudomonas stutzeri NCTC10450 9487 Pseudomonas stutzeri 100% 64.134 0.845 0.838 0.979 0.881 0.846 p.839 0.83 0.832 0.831 0.834

Pseudomonas stuizeri ATCC 17588 | MG 11190 175 Pseudomonas. stutzeri 100% 62,928 0 0.839 0.831 0.832 0.831 0.834

Pseudomonas sp HLS-6 6420 Pseudomonas 100% 59.882 0.838 0.847 0.834 0.834 0.833 0.853|0.84 0.842 0.842 0.846

Pseudomonas sp SNU WT1 7571 Pseudomonas wadenswilerensis 100% 61.827 0.839 0.852 0.837 0.836 0.832 0.852|0.841 0.843 0.841 0.848

Pseudomonas sp DG56-2 isolate DG56-2 11542 Pseudomonas vranovensis;Pseudomonas wadenswilerensis 50% 58.741 0.833 0.844 0.834 0.834 0.833 0.844|0.841 0.842 0.842 0.843

Pseudomonas alkylphenolia KL28 2901 Pseudomonas alkylphenolica 100% 60.626 0.838 0.852 0.836 0.835 0.833 0.852|0.843 0.843 0.842 0.849

Pseudomonas monteilii USDA-ARS-USMARC-56711 3870 Pseudomonas cremoricolorata 1% 64.356 Bos taurus 0.843 0.846 0.84 0.837 0.835 0.857|0.839 0.841 0.838 0.843

Pseudomonas cremoricolorata NDO7 2924 Pseudomonas cremoricolorata 100% 63.243 0.839 0.844 0.838 0.836 0.833 0.856|0.837 0.839 0.837 0.842

Pseudomonas sp SGAir0191 9395 Pseudomonas putida 100% 61.437 0.837 0.840 0.836 0.835 0.834 0.862|0.836 0.838 0.835 0.840

Pseudomonas parafulva PRS09-11288 4997 Pseudomonas putida 84% 61.711 0.838 0.840 0.836 0.834 0.834 0.862|0.836 0.837 0.836 0.839

00 Pseudomonas fulva SB1 9374 Pseudomonas putida 96% 61.345 0.838 0.841 0.836 0.836 0.835 0.863|0.836 0.837 0.836 0.839

W g Pseudomonas sp SWI7 7400 Pseudomonas putida 100% 61.601 0.837 0.840 0.835 0.834 0.834 0.862|0.836 0.837 0.835 0.840
Pseudomonas sp URMO17WK12 I11 isolate Yellow 3778 Pseudomonas putida 100% 61.682 0.837 0.840 0.835 0.834 0.834 0.863|0.836 0.837 0.836 0.840

Pseudomonas fulva FDAARGOS 167 6697 Pseudomonas putida 90% 61.591 Homo sapiens 0.838 0.840 0.835 0.834 0.835 0.862|0.836 0.837 0.836 0.840

o Pseudomonas putida NX-1 7316 Pseudomonas capeferrum;Pseudomonas sichuanensis 26% 62.939 0.841 0.847 0.839 0.838 0.835 0.865|0.839 0.84 0.838 0.844
’ Pseudomonas putida PC2 4057 Pseudomonas capeferrum;Pseudomonas sichuanensis 26% 63.19 Pistacia chinensis Bunge 0.842 0.846 0.838 0.838 0.834 0.865|0.839 0.84 0.839 0.844

0 Pseudomonas parafulva JBCS1880 7373 Pseudomonas 5% 63.383 0.84 0.845 0.837 0.835 0.834 0.86 |0.839 0.839 0.838 0.841
109 Pseudomonas parafulva CRS01-1 3001 Pseudomonas 5% 63.464 Oryza sativa 0.84 0.845 0.837 0.835 0.834 0.86 |0.839 0.839 0.838 0.841

— Pseudomonas putida IEC33019 6180 Pseudomonas guariconensis 16% 62.277 0.842 0.846 0.839 0.837 0.834 0.868|0.838 0.839 0.838 0.844
Pseudomonas entomophila 1257 11436 Pseudomonas sichuanensis 35% 63.764 0.842 0.849 0.838 0.837 0.833 0.872|0.84 0.841 0.838 0.845

Pseudomonas entomophila 2014 11435 Pseudomonas sichuanensis 39% 63.968 0.842 0.849 0.838 0.837 0.833 0.871|0.84 0.841 0.839 0.846

Pseudomonas entomophila L48 117 Pseudomonas entomophila 100% 64.16 0.843 0.848 0.839 0.838 0.835 0.871|0.838 0.84 0.838 0.846

Pseudomonas putida 1A00316 4055 Pseudomonas mosselii 89% 64.439 0.843 0.850 0.84 0.838 0.835 0.871|0.84 0.842 0.838 0.846

Pseudomonas mosselii PtA1 5852 Pseudomonas mosselii 100% 64.419 0.843 0.850 0.84 0.839 0.834 0.871|0.84 0.842 0.839 0.846

Pseudomonas mosselii BS011 6013 Pseudomonas mosselii 100% 64.346 0.843 0.850 0.84 0.839 0.835 0.871|0.84 0.842 0.839 0.846

Pseudomonas sp CCOS 191 3041 Pseudomonas soli 91% 64.186 0.843 0.848 0.841 0.839 0.835 0.871|0.839 0.84 0.839 0.846

Pseudomonas sp PONIH3 6249 Pseudomonas soli 100% 63.408 0.842 0.847 0.84 0.837 0.835 0.87 |0.838 0.84 0.839 0.845

Pseudomonas mosselii SJ10 423 Pseudomonas soli 100% 63.392 0.842 0.847 0.844 0.839 0.834 0.871|0.838 0.84 0.838 0.845

Pseudomonas sp SW144 6721 Pseudomonas taiwanensis 100% 61.835 0.84 0.846 0.838 0.837 0.833 0.869|0.838 0.84 0.84 0.844

Pseudomonas sp VLB120 656 Pseudomonas taiwanensis 100% 61.828 0.84 0.846 0.841 0.836 0.834 0.871|0.838 0.84 0.84 0.844

Pseudomonas sp SWI6 6832 Pseudomonas taiwanensis 100% 61.77 0.841 0.847 0.838 0.837 0.835 0.871|0.838 0.841 0.84 0.844

Pseudomonas putida 1290 11534 Pseudomonas putida 8% 63.139 0.841 0.847 0.839 0.838 0.833 0.875|0.839 0.839 0.839 0.844

Pseudomonas putida W619 122 Pseudomonas putida 52% 61.436 Populus trichocarpa 0.839 0.845 0.836 0.835 0.834 0.874|0.838 0.84 0.837 0.843

Pseudomonas plecoglossicida XSDHY-P 6178 Pseudomonas plecoglossicida 100% 62.661 Larimichthys crocea 0.843 0.849 0.839 0.837 0.834 0.878|0.84 0.84 0.84 0.846

Pseudomonas putida AA7 4985 Pseudomonas putida 100% 62.534 Zea mays 0.841 0.848 0.838 0.836 0.834 0.881|0.84 0.84 0.838 0.844

Pseudomonas putida E41 6959 Pseudomonas capeferrum 47% 62.228 Sida hermaphrodita 0.84 0.846 0.837 0.836 0.834 0.88 |0.838 0.838 0.84 0.845

R A Pseudomonas putida E46 5809 Pseudomonas capeferrum 43% 62.273 Sida hermaphrodita 0.839 0.846 0.837 0.836 0.833 0.88 |0.839 0.839 0.839 0.845
Pseudomonas sp FGI182 3048 Pseudomonas asiatica 100% 63.282 0.843 0.849 0.839 0.837 0.834 0.907|0.839 0.841 0.839 0.846

i Pseudomonas putida HB3267 188 Pseudomonas asiatica 100% 62.598 Homo sapiens 0.842 0.847 0.839 0.836 0.834 0.904|0.839 0.84 0.838 0.845

0 Pseudomonas plecoglossicida NyZ12 3004 Pseudomonas monteilii 92% 62.397 0.842 0.848 0.84 0.839 0.834 0.903|0.838 0.84 0.839 0.845

it Pseudomonas putida S16 169 Pseudomonas monteilii 90% 62.322 0.842 0.847 0.838 0.84 0.834 0.902|0.838 0.841 0.839 0.844

0 Pseudomonas putida DLL-E4 3010 Pseudomonas monteilii 92% 62.464 0.843 0.848 0.839 0.837 0.833 0.903|0.839 0.841 0.839 0.845
Pseudomonas monteilii SB3101 490 Pseudomonas monteilii 100% 62.493 0.842 0.848 0.838 0.837 0.833 0.904|0.838 0.841 0.839 0.845

e Pseudomonas monteilii SB3078 491 Pseudomonas monteilii 100% 62.461 0.842 0.847 0.838 0.837 0.833 0.904|0.838 0.841 0.839 0.845

- Pseudomonas sp Leaf58 11434 Pseudomonas parafulva;Pseudomonas putida 50% 62.281 0.838 0.845 0.836 0.835 0.831 0.896|0.839 0.84 0.838 0.842
Pseudomonas monteilii FDAARGOS 171 6977 No match 61.855 Homo sapiens 0.839 0.846 0.841 0.836 0.835 0.907|0.839 0.841 0.839 0.844

Pseudomonas monteilii B5 7409 Pseudomonas putida 75% 61.798 0.839 0.845 0.84 0.837 0.833 0.907|0.838 0.839 0.838 0.844

’ Pseudomonas sp LTGT-11-2Z 11588 Pseudomonas putida 75% 61.682 0.839 0.845 0.839 0.835 0.833 0.907|0.838 0.839 0.838 0.844

730 Pseudomonas putida GB-1 121 Pseudomonas putida 96% 61.942 0.839 0.846 0.836 0.835 0.832 0.999|0.837 0.839 0.839 0.843
1] Pseudomonas putida PP112420 5661 Pseudomonas putida 100% 62.013 Homo sapiens 0.839 0.846 0.838 0.836 0.832 1 0.838 0.839 0.839 0.843
Pseudomonas putida S1312 2449 Pseudomonas putida 100% 62.34 0.839 0.846 0.837 0.836 0.832 0.909|0.839 0.84 0.838 0.844

f Pseudomonas putida KF715 6228 Pseudomonas putida 100% 61.894 0.838 0.845 0.839 0.834 0.833 0.906|0.839 0.84 0.838 0.844

o Pseudomonas putida H8234 190 Pseudomonas putida 100% 61.598 Homo sapiens 0.838 0.845 0.838 0.837 0.833 0.907|0.839 0.84 0.837 0.844

1 Pseudomonas putida F1 118 Pseudomonas putida 100% 61.862 0.839 0.845 0.836 0.834 0.831 0.912|0.838 0.839 0.839 0.844

T Pseudomonas putida ND6 7299 Pseudomonas putida 100% 61.773 0.839 0.845 0.837 0.834 0.832 0.911|0.838 0.839 0.839 0.843

0 Pseudomonas sp JY-Q JY-Q 4106 Pseudomonas putida 100% 61.34 0.839 0.845 0.836 0.835 0.832 0.912|0.839 0.84 0.839 0.844

E Pseudomonas putida B4 11524 Pseudomonas putida 100% 61.848 0.839 0.845 0.835 0.835 0.832 0.911|0.838 0.84 0.839 0.843
Pseudomonas putida DOT-T1E 11518 Pseudomonas putida 90% 61.43 0.84 0.846 0.836 0.835 0.831 0.911|0.838 0.84 0.839 0.844

1 Pseudomonas putida S12 223 Pseudomonas putida 100% 61.8 0.839 0.846 0.836 0.835 0.833 0.9110.839 0.84 0.839 0.843

140 Pseudomonas putida BIRD-1 170 Pseudomonas putida 98% 61.742 0.839 0.846 0.835 0.835 0.832 0.91 |0.838 0.84 0.839 0.843

I’ Pseudomonas putida JB 5306 Pseudomonas putida 100% 61.806 0.839 0.846 0.835 0.835 0.832 0.911|0.838 0.84 0.839 0.843

7£ Pseudomonas sp XWY-1 6134 Pseudomonas putida 100% 61.886 0.839 0.845 0.836 0.835 0.832 0.912|0.839 0.84 0.838 0.844

] Pseudomonas sp SWI136 6080 Pseudomonas putida 100% 61.836 0.839 0.846 0.836 0.835 0.832 0.911|0.839 0.84 0.839 0.844

e Pseudomonas putida KT2440 110 Pseudomonas putida 100% 61.524 0.839 0.846 0.836 0.836 0.833 0.911|0.839 0.84 0.839 0.844

w Pseudomonas putida NCTC13186 11537 Pseudomonas putida 100% 61.54 0.839 0.845 0.836 0.836 0.833 0.91110.839 0.84 0.838 0.844
Pseudomonas sp StFLB209 3062 Pseudomonas viridiflava 100% 60.736 Solanum tuberosum 0.836 0.845 0.835 0.834 0.835 0.844 0.843 0.844 0.843 0.843

— Pseudomonas cichorii JBC1 2922 Pseudomonas cichorii 100% 58.103 Glycine max 0.834 0.847 0.833 0.832 0.831 0.839 0.852 0.855 0.853 0.845
— Pseudomonas viridiflava CFBP 1590 isolate E12-5 7308 Pseudomonas viridiflava 100% 59.178 0.833 0.846 0.833 0.833 0.832 0.841 0.86 0.86 0.859 0.846

§ Pseudomonas syringae CC1557 3076 Pseudomonas syringae 100% 58.557 0.831 0.844 0.831 0.831 0.832 0.837 0.876|0.876 0.872 0.843
Pseudomonas syringae isolate CFBP3846 6577 Pseudomonas syringae 100% 58.739 0.831 0.844 0.83 0.832 0.834 0.838 0.988|0.879 0.887 0.844

109 | 40 Pseudomonas syringae pv tomato DC3000 111 Pseudomonas syringae 100% 58.399 Solanum lycopersicum 0.831 0.844 0.832 0.832 0.832 0.838 1 0.879 0.885 0.844
Pseudomonas syringae B13-200 7111 Pseudomonas syringae 100% 58.583 Solanum lycopersicum cv. Brillante 0.831 0.844 0.83 0.833 0.834 0.84 0.989|0.879 0.887 0.844

mE Pseudomonas avellanae R2leaf 7019 Pseudomonas avellanae 100% 58.588 Prunus avium 0.832 0.845 0.831 0.833 0.833 0.839 0.958|0.879 0.888 0.844

U 0 Pseudomonas syringae isolate CFBP6411 6140 Pseudomonas avellanae 98% 58.555 0.832 0.845 0.831 0.833 0.833 0.838 0.958|0.879 0.884 0.845

0 Pseudomonas syringae MAFF212063 6757 Pseudomonas syringae 100% 58.414 Actinidia chinensis 0.832 0.844 0.831 0.833 0.834 0.838 0.957(0.879 0.885 0.844

0 Pseudomonas syringae ICMP 9853 5177 Pseudomonas syringae 100% 58.674 Actinidia 0.832 0.844 0.832 0.834 0.834 0.838 0.957|0.879 0.886 0.844
Pseudomonas syringae NZ-45 5193 Pseudomonas syringae 100% 58.364 Actinidia deliciosa 0.831 0.844 0.831 0.831 0.833 0.837 0.958|0.879 0.885 0.844

0 Pseudomonas syringae CRAFRU 1229 5710 Pseudomonas syringae 100% 58.417 Actinidia deliciosa 0.831 0.844 0.831 0.831 0.833 0.837 0.957(0.879 0.885 0.844

15 Pseudomonas syringae CRAFRU 1408 5396 Pseudomonas syringae 100% 58.416 Actinidia deliciosa 0.831 0.844 0.831 0.831 0.833 0.837 0.957|0.879 0.885 0.844

5 Pseudomonas syringae pv actinidiae ICMP 18884 2474 Pseudomonas syringae 100% 58.415 'Actinidia deliciosa "Hayward"" 0.831 0.844 0.831 0.831 0.833 0.837 0.958|0.879 0.885 0.844

i ¢ Pseudomonas syringae pv actinidiae P155 11457 Pseudomonas syringae 100% 58.424 0.832 0.844 0.831 0.833 0.834 0.838 0.958|0.879 0.885 0.844

! Pseudomonas syringae NZ-47 5235 Pseudomonas syringae 100% 58.424 Actinidia chinensis 0.831 0.844 0.831 0.831 0.833 0.837 0.957|0.879 0.885 0.844

e Pseudomonas syringae pv actinidiae str Shaanxi M228 11439 Pseudomonas syringae 100% 58.311 'Actinidia deliciosa "Hayward" 0.832 0.844 0.831 0.833 0.834 0.838 0.958|0.879 0.886 0.844
PEEUaOONas SaVASaNo! PV paseoncoa 1446A 114 G . U.83  U.84% U.831 U.832 U.832 U.837 U.882 0.897 0.97510.844

il Pseudomonas amygdali NM002 5127 Pseudomonas ficuserectae 37% 58.144 cucumber 0.831 0.844 0.83 0.831 0.83 0.837 0.883 0.897 0.979 |0.844
Pseudomonas savastanoi NCPPB 3335 6509 Pseudomonas savastanoi 100% 58.074 olive knot (Olea europaea) 0.831 0.844 0.831 0.831 0.83 0.838 0.883 0.898 0.989 |0.843

o Pseudomonas syringae isolate CFBP6109 6963 Pseudomonas amygdali 46% 58.236 0.832 0.845 0.83 0.833 0.833 0.839 0.884 0.898 0.986 |0.844

0 Pseudomonas syringae CFBP 2116 6934 Pseudomonas amygdali 100% 58.146 0.831 0.844 0.831 0.831 0.831 0.839 0.884 0.898 0.999 |0.843

0 Pseudomonas syringae isolate CFBP3840 6707 Pseudomonas amygdali 96% 58.16 0.831 0.844 0.831 0.831 0.831 0.839 0.885 0.898 1 0.843

i Pseudomonas amygdali R15244 5851 Pseudomonas amygdali 100% 58.156 Prunus avium 0.831 0.844 0.831 0.831 0.831 0.839 0.886 0.898 0.999 |0.843

S O O TS Sy T D A U L0 0 [ O T S B U U U T TUT TS S Y T T T ] e L U U U Y ™63 35™ U. 0% U009 U001 U.09% U.090 U.077 U.94010.90 0.845

o Pseudomonas cerasi isolate PL963 6414 Pseudomonas cerasi 100% 59.023 0.834 0.844 0.835 0.834 0.836 0.84 0.88 0.947|0.903 0.845

0 0 Pseudomonas cerasi isolate Sour cherry Prunus cerasus symptoma 4022 Pseudomonas cerasi 100% 59.034 Prunus cerasus 0.834 0.844 0.833 0.833 0.835 0.838 0.88 0.94710.904 0.845
Pseudomonas syringae pv syringae HS191 3083 Pseudomonas syringae 100% 58.998 Panicum miliaceum 0.832 0.845 0.831 0.829 0.833 0.839 0.878 0.95 |0.898 0.844

> Pseudomonas syringae pv lapsa ATCC 10859 3811 Pseudomonas syringae 100% 59.133 Triticum aestivum 0.833 0.845 0.831 0.831 0.833 0.839 0.877 0.952)0.896 0.845

E Pseudomonas syringae LMG5095 7342 Pseudomonas syringae 100% 58.954 Triticum aestivum 0.833 0.845 0.831 0.831 0.834 0.839 0.877 0.952]0.896 0.845
Pseudomonas syringae pv pisi str PP1 11440 Pseudomonas syringae 100% 58.86 Pisum sativum 0.832 0.845 0.832 0.831 0.831 0.839 0.879 0.953|0.897 0.844

L Pseudomonas syringae isolate CFBP2118 5951 Pseudomonas syringae 100% 59.265 0.833 0.846 0.832 0.832 0.832 0.84 0.878 0.988)]0.898 0.845
Pseudomonas syringae pv syringae B728a 112 Pseudomonas syringae 100% 59.233 0.832 0.845 0.832 0.831 0.832 0.84 0.879 0.987|0.897 0.845

o Pseudomonas syringae Pss9097 6431 Pseudomonas syringae 100% 59.302 Prunus sp. 0.834 0.845 0.832 0.831 0.832 0.84 0.879 0.988|0.897 0.845

il Pseudomonas syringae pv syringae B301D 3084 Pseudomonas syringae 100% 59.162 Pyrus communis 0.832 0.846 0.832 0.831 0.832 0.839 0.878 0.989|0.897 0.844
Pseudomonas syringae isolate CFBP4215 6752 Pseudomonas syringae 100% 59.308 0.833 0.846 _0.832 0.83 0.832 0.839 0.879 1 0.898 0.844

— Pseudomonas rhizosphaerae DSM 16299 3023 Pseudomonas rhizosphaerae 100% 61.994 0.839 0.849 0.835 0.835 0.833 0.843 0.843 0.844 0.843 0.846
Pseudomonas taetrolens NCTC8067 7349 Pseudomonas taetrolens 100% 58.213 0.83 0.847 0.827 0.83 0.832 0.837 0.843 0.843 0.843 0.846

0 Pseudomonas taetrolens NCTC10697 6236 Pseudomonas taetrolens 100% 58.273 0.83 0.847 0.827 0.83 0.832 0.837 0.843 0.843 0.843 0.846

- Pseudomonas fragi NMC25 7106 Pseudomonas fragi 100% 59.336 0.832 0.851 0.833 0.831 0.832 0.839 0.844 0.844 0.844 0.849
¢ Pseudomonas sp TMW 21634 7382 Pseudomonas fragi 100% 59.139 0.832 0.851 0.83 0.831 0.83 0.842 0.844 0.846 0.845 0.850

9 Pseudomonas psychrophila L1010 3872 Pseudomonas versuta 100% 58.231 0.829 0.847 0.827 0.83 0.833 0.835 0.843 0.843 0.842 0.846

0 Pseudomonas sp Lz4W 6089 Pseudomonas fragi 93% 58.668 0.83 0.848 0.829 0.829 0.834 0.837 0.843 0.844 0.845 0.847

1 Pseudomonas fragi P121 4040 Pseudomonas fragi 100% 58.633 0.831 0.848 0.829 0.829 0.834 0.837 0.844 0.844 0.845 0.847
Pseudomonas sp CMR5¢ 11348 Pseudomonas chlororaphis;Pseudomonas protegens 50% 63.512 0.841 0.868 0.839 0.838 0.835 0.847 0.843 0.843 0.843 0.853

Pseudomonas sp CMR12a 7410 Pseudomonas 100% 62.804 0.84 0.865 0.838 0.836 0.836 0.847 0.843 0.844 0.843 0.853

Pseudomonas protegens FD6 7127 Pseudomonas protegens 100% 62.493 0.838 0.871 0.835 0.836 0.834 0.844 0.845 0.846 0.845 0.856

1 Pseudomonas sp St29 St29 4114 Pseudomonas saponiphila 58% 63.317 0.84 0.874 0.836 0.835 0.833 0.846 0.845 0.846 0.845 0.858
° Pseudomonas sp Os17 Os17 4108 Pseudomonas saponiphila 53% 63.487 0.84 0.874 0.836 0.835 0.833 0.846 0.845 0.846 0.845 0.858

" Pseudomonas protegens Cab57 isolate Cab57 11365 Pseudomonas protegens 100% 63.336 0.838 0.873 0.837 0.835 0.833 0.846 0.844 0.846 0.845 0.857
Pseudomonas protegens Pf-5 113 Pseudomonas protegens 100% 63.305 0.838 0.873 0.838 0.835 0.833 0.846 0.845 0.846 0.846 0.857

Pseudomonas protegens FDAARGOS 307 6132 Pseudomonas protegens 100% 63.305 Environment 0.838 0.873 0.838 0.835 0.833 0.846 0.845 0.846 0.846 0.857

Pseudomonas protegens H78 5475 Pseudomonas protegens 100% 63.403 0.839 0.873 0.837 0.836 0.833 0.846 0.845 0.846 0.845 0.858

Pseudomonas protegens CHAO 195 Pseudomonas protegens 100% 63.391 Nicotiana tabacum 0.838 0.874 0.838 0.836 0.832 0.846 0.845 0.846 0.845 0.857

1,1# Pseudomonas chlororaphis PCL1606 2920 Pseudomonas chlororaphis 100% 64.031 Persea americana 0.841 0.910)0.838 0.838 0.834 0.847 0.844 0.847 0.845 0.861
i Pseudomonas sp MRSN12121 3055 Pseudomonas chlororaphis 97% 63.842 Homo sapiens 0.841 0.910|0.838 0.838 0.836 0.848 0.845 0.846 0.845 0.861
Pseudomonas chlororaphis B25 7556 Pseudomonas chlororaphis 100% 61.95 0.84 0.962|0.838 0.837 0.833 0.846 0.846 0.847 0.845 0.862

b Pseudomonas chlororaphis TAMOak81 7536 Pseudomonas chlororaphis 100% 62.996 0.841 0.951)0.837 0.837 0.834 0.846 0.845 0.846 0.845 0.862

0 Pseudomonas chlororaphis subsp chlororaphis DSM 50083 7558 Pseudomonas chlororaphis 100% 62.985 0.841 0.951|0.838 0.838 0.834 0.847 0.844 0.847 0.845 0.862

0 Pseudomonas chlororaphis ATCC 17415 7537 Pseudomonas chlororaphis 100% 63.03 0.841 0.951|0.838 0.837 0.835 0.846 0.845 0.847 0.845 0.862

v Pseudomonas chlororaphis isolate 189 4023 Pseudomonas chlororaphis 100% 62.738 0.84 0.952|0.837 0.837 0.834 0.846 0.845 0.847 0.845 0.862
Pseudomonas chlororaphis subsp piscium DSM 21509 7525 Pseudomonas chlororaphis 100% 62.646 0.84 0.956|0.838 0.837 0.834 0.846 0.844 0.846 0.845 0.863

1 Pseudomonas chlororaphis ZJU60 6778 Pseudomonas chlororaphis 100% 62.799 Wheat 0.841 0.957|0.838 0.838 0.833 0.846 0.845 0.846 0.845 0.863
3 Pseudomonas chlororaphis subsp piscium ATCC 17809 7526 Pseudomonas chlororaphis 100% 62.439 0.84 0.956|0.838 0.836 0.834 0.846 0.845 0.847 0.845 0.863

will 1% Pseudomonas chlororaphis NCTC7357 7560 Pseudomonas chlororaphis 100% 62.453 0.84 0.956|0.838 0.836 0.834 0.847 0.845 0.847 0.845 0.863
5 Pseudomonas chlororaphis subsp piscium ATCC 17411 7527 Pseudomonas chlororaphis 100% 62.453 0.84 0.956)0.838 0.836 0.834 0.847 0.845 0.847 0.845 0.863
Pseudomonas chlororaphis subsp piscium ChPhzS140 7533 Pseudomonas chlororaphis 100% 62.635 0.84 0.957|0.838 0.837 0.833 0.847 0.845 0.846 0.845 0.862

Lo Pseudomonas chlororaphis subsp piscium PCL1391 7530 Pseudomonas chlororaphis 100% 62.795 0.84 0.957)0.838 0.838 0.833 0.846 0.845 0.846 0.845 0.862

A Pseudomonas chlororaphis subsp piscium PCL1607 7531 Pseudomonas chlororaphis 100% 62.8 0.841 0.957|0.838 0.837 0.833 0.847 0.845 0.846 0.845 0.862

: Pseudomonas chlororaphis subsp piscium Toza7 7535 Pseudomonas chlororaphis 100% 62.64 0.84 0.957)0.838 0.838 0.833 0.846 0.845 0.847 0.845 0.862

. Pseudomonas chlororaphis subsp piscium SLPH10 7528 Pseudomonas chlororaphis 100% 62.455 0.84 0.956|0.838 0.837 0.834 0.847 0.845 0.846 0.845 0.863
Pseudomonas chlororaphis subsp piscium ChPhzS135 7532 Pseudomonas chlororaphis 100% 62.791 0.84 0.957)0.838 0.837 0.834 0.847 0.845 0.846 0.845 0.862

X Pseudomonas chlororaphis subsp piscium ChPhzTR44 7534 Pseudomonas chlororaphis 100% 62.812 0.84 0.957|0.838 0.837 0.834 0.846 0.845 0.846 0.845 0.863

i Pseudomonas chlororaphis subsp piscium DTR133 7529 Pseudomonas chlororaphis 100% 62.669 0.841 0.956|0.838 0.837 0.834 0.847 0.845 0.846 0.845 0.863
Pseudomonas chlororaphis Pb-St2 7549 Pseudomonas chlororaphis 100% 63.239 0.841 0.968|0.838 0.838 0.835 0.847 0.844 0.846 0.845 0.862

Pseudomonas chlororaphis StFRB508 6952 Pseudomonas chlororaphis 100% 62.825 Solanum tuberosum L. 0.841 0.982|0.838 0.838 0.834 0.846 0.845 0.847 0.845 0.862

15 Pseudomonas chlororaphis subsp aurantiaca M71 7541 Pseudomonas chlororaphis 100% 62.935 0.841 0.981|0.837 0.837 0.835 0.847 0.844 0.846 0.844 0.862
Pseudomonas chlororaphis subsp aurantiaca Q16 7543 Pseudomonas chlororaphis 100% 62.838 0.841 0.985|0.838 0.837 0.834 0.847 0.844 0.847 0.845 0.862

i Pseudomonas chlororaphis subsp aurantiaca M12 7538 Pseudomonas chlororaphis 100% 63.022 0.841 0.984) 0.838 0.837 0.835 0.846 0.845 0.847 0.844 0.862

% Pseudomonas chlororaphis subsp aurantiaca 449 7539 Pseudomonas chlororaphis 100% 62.855 0.841 1 0.838 0.837 0.834 0.846 0.845 0.847 0.845 0.862
1 Pseudomonas chlororaphis subsp aurantiaca 464 7550 Pseudomonas chlororaphis 100% 62.854 0.841 0.999|0.838 0.837 0.835 0.846 0.845 0.847 0.845 0.862

[ Pseudomonas chlororaphis subsp aurantiaca DSM 19603 7551 Pseudomonas chlororaphis 100% 62.861 0.841 0.984|0.838 0.837 0.835 0.847 0.844 0.847 0.845 0.862

5 Pseudomonas chlororaphis subsp aurantiaca JD37 2918 Pseudomonas chlororaphis 100% 62.756 0.841 0.981]0.838 0.837 0.833 0.847 0.845 0.848 0.845 0.863

& Pseudomonas chlororaphis subsp aurantiaca CW2 7540 Pseudomonas chlororaphis 100% 62.827 0.84 0.986|0.839 0.837 0.834 0.846 0.845 0.847 0.844 0.862

- Pseudomonas chlororaphis subsp aurantiaca PCM 2210 7542 Pseudomonas chlororaphis 100% 63.003 0.841 0.985) 0.838 0.837 0.835 0.847 0.845 0.847 0.845 0.862
Pseudomonas chlororaphis Lzh-T5 6478 Pseudomonas chlororaphis 100% 63.061 0.84 0.973]0.839 0.838 0.834 0.847 0.845 0.847 0.844 0.862

¥ Pseudomonas chlororaphis PA23 2420 Pseudomonas chlororaphis 100% 62.64 0.841 0.973)0.839 0.837 0.834 0.847 0.845 0.847 0.844 0.863

+ Pseudomonas chlororaphis subsp aureofaciens ChPhzTR18 7555 Pseudomonas chlororaphis 100% 62.916 0.84 0.973)0.839 0.837 0.833 0.847 0.845 0.847 0.844 0.862

b Pseudomonas chlororaphis subsp aureofaciens ChPhzTR39 7554 Pseudomonas chlororaphis 100% 62.731 0.84 0.973)0.839 0.838 0.834 0.847 0.845 0.847 0.845 0.862
1qo E Pseudomonas chlororaphis subsp aureofaciens ChPhzS24 7548 Pseudomonas chlororaphis 100% 62.923 0.84 0.973)0.839 0.837 0.834 0.847 0.845 0.847 0.845 0.862
i Pseudomonas chlororaphis subsp aureofaciens ChPhzTR38 7557 Pseudomonas chlororaphis 100% 62.811 0.84 0.973]0.839 0.837 0.833 0.847 0.845 0.847 0.845 0.863
Pseudomonas chlororaphis subsp aureofaciens ChPhzS23 7547 Pseudomonas chlororaphis 98% 63.021 0.84 0.973|0.839 0.837 0.835 0.847 0.845 0.847 0.845 0.862

[ Pseudomonas chlororaphis subsp aureofaciens 66 7546 Pseudomonas chlororaphis 100% 62.973 0.84 0.973)0.839 0.837 0.833 0.847 0.844 0.847 0.845 0.862

4 Pseudomonas chlororaphis subsp aureofaciens P2 7544 Pseudomonas chlororaphis 100% 62.804 0.841 0.973) 0.839 0.837 0.834 0.846 0.844 0.847 0.845 0.862

& Pseudomonas chlororaphis subsp aureofaciens C50 7545 Pseudomonas chlororaphis 100% 63.034 0.84 0.973)0.838 0.837 0.834 0.847 0.844 0.847 0.845 0.862
Pseudomonas chlororaphis subsp aureofaciens DSM 6698 7553 Pseudomonas chlororaphis 100% 62.7 0.84 0.973]0.839 0.837 0.834 0.847 0.844 0.846 0.844 0.862

7 Pseudomonas chlororaphis subsp aureofaciens ChPhzTR36 7552 Pseudomonas chlororaphis 100% 62.695 0.84 0.974]0.839 0.837 0.834 0.846 0.844 0.847 0.844 0.862

r Pseudomonas corrugata RM1-1-4 4028 Pseudomonas corrugata 100% 60.657 Brassica napus 0.837 0.860 0.835 0.834 0.833 0.843 0.844 0.845 0.845 0.858

1 Pseudomonas chlororaphis UFB2 isolate Soil 2921 Pseudomonas corrugata 16% 62.035 0.839 0.864 0.837 0.835 0.836 0.845 0.844 0.846 0.844 0.862
il Pseudomonas brassicacearum DF41 2913 Pseudomonas brassicacearum 100% 60.531 0.838 0.863 0.834 0.834 0.833 0.843 0.845 0.846 0.846 0.861

0 Pseudomonas sp 11K1 7725 Pseudomonas brassicacearum;Pseudomonas kilonensis 33% 60.362 0.836 0.863 0.835 0.833 0.834 0.843 0.844 0.846 0.844 0.860

1l Pseudomonas fluorescens FW300-N2C3 3863 Pseudomonas thivervalensis 29% 61.288 0.838 0.864 0.835 0.835 0.835 0.844 0.844 0.847 0.846 0.862
Pseudomonas fluorescens 2P24 9397 Pseudomonas brassicacearum;Pseudomonas fluorescens 20% 60.794 0.838 0.863 0.836 0.833 0.836 0.844 0.845 0.847 0.845 0.860

L Pseudomonas fluorescens Pf275 9398 Pseudomonas fluorescens 40% 60.914 0.838 0.864 0.836 0.834 0.835 0.843 0.845 0.846 0.845 0.861

4 Pseudomonas fluorescens F113 167 Pseudomonas fluorescens 100% 60.784 0.836 0.864 0.835 0.834 0.834 0.844 0.845 0.846 0.845 0.861

1 Pseudomonas brassicacearum subsp brassicacearum NFM421 158 Pseudomonas brassicacearum 100% 60.789 Arabidopsis thaliana 0.837 0.864 0.835 0.834 0.833 0.844 0.845 0.847 0.846 0.862
1o Pseudomonas brassicacearum LBUM300 3862 Pseudomonas brassicacearum 100% 60.755 0.837 0.864 0.835 0.834 0.835 0.844 0.845 0.846 0.846 0.862

* Pseudomonas brassicacearum L13-6-12 4021 Pseudomonas brassicacearum 100% 60.917 Solanum tuberosum cv Desiree 0.837 0.863 0.835 0.834 0.833 0.844 0.845 0.847 0.846 0.862
Pseudomonas fluorescens FW300-N2E3 3676 Pseudomonas silesiensis 100% 58.802 0.833 0.863 0.832 0.832 0.832 0.841 0.844 0.846 0.845 0.863

¢ Pseudomonas frederiksbergensis ERGS4 02 5204 Pseudomonas mandelii;Pseudomonas silesiensis 15% 58.728 0.833 0.862 0.83 0.831 0.831 0.84 0.845 0.846 0.845 0.861
Pseudomonas putida JBC17 6779 Pseudomonas baetica 8% 60.278 strawberry 0.836 0.864 0.836 0.833 0.833 0.845 0.844 0.844 0.845 0.869

Pseudomonas sp UW4 194 Pseudomonas laurylsulfatiphila 86% 60.055 Phragmites australis 0.837 0.865 0.833 0.833 0.834 0.843 0.845 0.846 0.845 0.872

0 Pseudomonas stutzeri KGS-2 9480 Pseudomonas laurylsulfatiphila 74% 60.095 0.836 0.865 0.834 0.833 0.833 0.843 0.845 0.846 0.846 0.872

e Pseudomonas stutzeri KGS-8 9481 Pseudomonas laurylsulfatiphila 74% 60.1 0.836 0.865 0.834 0.833 0.833 0.843 0.845 0.846 0.846 0.872

° Pseudomonas frederiksbergensis KNU-15 6919 Pseudomonas mandelii 72% 59.351 0.834 0.864 0.832 0.833 0.83 0.841 0.844 0.846 0.844 0.869

o Pseudomonas sp GR 6-02 GR 6-02 4104 Pseudomonas umsongensis 80% 59.413 Artemisia princeps 0.835 0.864 0.833 0.834 0.831 0.841 0.844 0.845 0.844 0.870
Pseudomonas sp MPC6 7510 Pseudomonas mandelii 42% 59.961 0.836 0.863 0.833 0.833 0.832 0.841 0.845 0.846 0.846 0.868

Pseudomonas sp A3 2016 A3 4089 Pseudomonas silesiensis 100% 59.582 0.835 0.863 0.833 0.833 0.832 0.84 0.845 0.846 0.845 0.867

Pseudomonas sp URMO17WK12 111 3777 Pseudomonas mandelii 50% 59.226 0.833 0.859 0.831 0.831 0.83 0.84 0.844 0.845 0.844 0.866

9 Pseudomonas fluorescens NCIMB 11764 608 Pseudomonas migulae 20% 59.007 0.834 0.862 0.835 0.833 0.831 0.84 0.845 0.846 0.846 0.869
Pseudomonas frederiksbergensis AS1 5642 Pseudomonas mandelii 54% 58.95 0.833 0.862 0.832 0.831 0.831 0.84 0.844 0.845 0.844 0.868

d Pseudomonas mandelii JR-1 436 Pseudomonas mandelii 100% 59.24 0.832 0.860 0.834 0.833 0.829 0.842 0.845 0.845 0.844 0.867

e Pseudomonas sp 31-12 6298 Pseudomonas mandelii 57% 59.072 0.834 0.861 0.831 0.83 0.83 0.84 0.844 0.845 0.844 0.869

B (s Pseudomonas kribbensis 46-2 5863 Pseudomonas kribbensis 100% 60.545 0.837 0.863 0.835 0.834 0.833 0.844 0.844 0.844 0.844 0.915
1 Pseudomonas syringae isolate inb918 11494 Pseudomonas fluorescens 74% 60.711 0.836 0.862 0.835 0.834 0.832 0.843 0.843 0.845 0.844 0.950
Pseudomonas sp DR 5-09 DR 5-09 4101 Pseudomonas fluorescens 92% 60.453 Conyza canadensis 0.836 0.862 0.833 0.834 0.833 0.843 0.844 0.846 0.844 0.948

% Pseudomonas fluorescens MS82 6261 Pseudomonas fluorescens 100% 60.561 0.836 0.862 0.834 0.833 0.832 0.843 0.845 0.846 0.844 0.960

¥ Pseudomonas fluorescens Pf0-1 124 Pseudomonas fluorescens 100% 60.521 0.835 0.862 0.834 0.833 0.833 0.843 0.844 0.844 0.843 1

" y Pseudomonas sp DTU123 11429 Pseudomonas fluorescens 88% 59.456 0.832 0.858 0.832 0.831 0.832 0.84 0.842 0.844 0.843 0.881
1 Pseudomonas sp RU47 11382 Pseudomonas koreensis 42% 59.186 0.834 0.857 0.831 0.831 0.83 0.84 0.842 0.843 0.843 0.882

3 Pseudomonas koreensis D26 4042 Pseudomonas koreensis 100% 59.586 0.835 0.860 0.834 0.834 0.832 0.847 0.844 0.844 0.844 0.880

: Pseudomonas fluorescens NCTC9428 9426 Pseudomonas fluorescens;Pseudomonas granadensis;Pseudomonas vancouverensis 13% 58.964 0.834 0.856 0.832 0.831 0.832 0.84 0.842 0.844 0.843 0.875

r Pseudomonas koreensis CRS05-R5 4043 Pseudomonas koreensis 100% 60.599 Rice 0.835 0.863 0.834 0.833 0.833 0.842 0.844 0.845 0.844 0.888

1p Pseudomonas koreensis P19E3 6216 Pseudomonas fluorescens 77% 59.939 0.835 0.861 0.835 0.834 0.832 0.843 0.843 0.845 0.844 0.887
lf Pseudomonas sp S150 7503 Pseudomonas fluorescens 100% 60.229 0.836 0.862 0.834 0.834 0.831 0.843 0.845 0.846 0.845 0.888

e Pseudomonas fluorescens LBUM677 9416 Pseudomonas fluorescens 100% 60.317 0.836 0.862 0.833 0.833 0.831 0.842 0.844 0.845 0.845 0.889

— Pseudomonas mucidolens NCTC8068 6440 Pseudomonas mucidolens 100% 59.087 0.833 0.855 0.833 0.832 0.833 0.841 0.844 0.846 0.844 0.853

- Pseudomonas fluorescens UK4 2944 Pseudomonas proteolytica 90% 60.134 0.835 0.858 0.833 0.836 0.836 0.843 0.844 0.845 0.844 0.856

6[ Pseudomonas fluorescens PFO8 9400 Pseudomonas brenneri 81% 60.674 0.834 0.859 0.833 0.833 0.834 0.843 0.845 0.846 0.846 0.857
|1 Pseudomonas sp LG1D9 6333 Pseudomonas proteolytica 100% 60.486 0.835 0.860 0.832 0.831 0.836 0.842 0.845 0.846 0.844 0.856

0 Pseudomonas fluorescens LBUM636 7217 Pseudomonas yamanorum 100% 60.61 0.833 0.859 0.833 0.832 0.833 0.84 0.845 0.844 0.843 0.857
% Pseudomonas sp NCO2 6131 Pseudomonas yamanorum 92% 61.058 0.834 0.860 0.833 0.832 0.833 0.841 0.844 0.846 0.844 0.858

1o Pseudomonas sp SXM-1 7402 Pseudomonas yamanorum 92% 60.781 0.835 0.860 0.833 0.833 0.835 0.842 0.844 0.847 0.845 0.858

9 Pseudomonas veronii R02 5004 Pseudomonas veronii 100% 61.063 Solanum tuberosum 0.836 0.860 0.834 0.833 0.832 0.843 0.846 0.846 0.845 0.858

. Pseudomonas sp LH1G9 5954 Pseudomonas veronii 100% 61.03 0.837 0.861 0.834 0.834 0.832 0.843 0.846 0.846 0.845 0.858

e Pseudomonas veronii Pvy 11565 Pseudomonas veronii 100% 60.716 0.836 0.860 0.836 0.834 0.833 0.844 0.845 0.846 0.844 0.857
Pseudomonas sp TKP 218 Pseudomonas brenneri;Pseudomonas extremaustralis;Pseudomonas grimontii 33% 60.487 0.836 0.858 0.835 0.834 0.831 0.845 0.844 0.844 0.843 0.856

% Pseudomonas fluorescens L321 4036 Pseudomonas brenneri;Pseudomonas extremaustralis;Pseudomonas grimontii 30% 60.766 Miscanthus giganteus 0.836 0.857 0.834 0.833 0.832 0.842 0.843 0.844 0.844 0.855

! i(’ Pseudomonas fluorescens L111 4037 Pseudomonas brenneri;Pseudomonas extremaustralis;Pseudomonas grimontii;Pseudomonas grimontii 30% 60.776 Miscanthus giganteus 0.836 0.857 0.834 0.833 0.833 0.842 0.843 0.844 0.844 0.856
Pseudomonas sp LBUM920 11438 Pseudomonas antarctica;Pseudomonas costantinii;Pseudomonas fluorescens;Pseudomonas orientalis;Pseudomonas tolaasii;Pseudomonas veronii 16% 60.696 0.833 0.856 0.832 0.83 0.83 0.84 0.845 0.844 0.844 0.856

% Pseudomonas antarctica PAMC 27494 4017 Pseudomonas antarctica 100% 59.847 0.833 0.856 0.832 0.831 0.831 0.84 0.844 0.843 0.843 0.854

1 Pseudomonas fluorescens NCTC10038 6712 Pseudomonas fluorescens 100% 59.985 0.834 0.855 0.833 0.831 0.831 0.841 0.844 0.845 0.845 0.855
Pseudomonas fluorescens SIK W1 9399 Pseudomonas extremorientalis 43% 61.674 0.836 0.861 0.833 0.833 0.833 0.842 0.843 0.845 0.843 0.858

“ﬁu Pseudomonas sp NIBRBAC000502773 7385 Pseudomonas grimontii 40% 61.265 0.836 0.859 0.834 0.833 0.831 0.842 0.844 0.845 0.844 0.856

e Pseudomonas azotoformans P45A 9377 Pseudomonas grimontii 57% 61.08 0.836 0.859 0.834 0.833 0.831 0.843 0.843 0.845 0.843 0.856

- Pseudomonas sp LG1E9 6435 Pseudomonas fluorescens 50% 60.172 0.833 0.856 0.831 0.831 0.83 0.84 0.843 0.844 0.844 0.855

-~ Pseudomonas trivialis IHBB745 3101 Pseudomonas fluorescens 28% 59.897 Hippophae rhamnoides 0.834 0.856 0.832 0.83 0.829 0.841 0.843 0.845 0.842 0.856

; Pseudomonas fluorescens SBW25 116 Pseudomonas fluorescens 100% 60.505 Beta vulgaris subsp. vulgaris 0.835 0.858 0.832 0.831 0.83 0.841 0.844 0.845 0.844 0.857

‘% Pseudomonas lurida MYb11 6243 Pseudomonas lurida 100% 60.841 Caenorhabditis elegans MY316 0.835 0.858 0.833 0.831 0.831 0.842 0.844 0.846 0.844 0.856

o Pseudomonas fluorescens L228 4038 Pseudomonas lurida 100% 60.844 Miscanthus giganteus 0.836 0.858 0.833 0.832 0.831 0.841 0.844 0.847 0.844 0.856

EL Pseudomonas azotoformans S4 4018 Pseudomonas azotoformans 100% 60.314 0.835 0.856 0.831 0.832 0.831 0.842 0.843 0.845 0.844 0.856

0 Pseudomonas azotoformans F77 5274 Pseudomonas extremorientalis;Pseudomonas fluorescens;Pseudomonas lurida;Pseudomonas poae;Pseudomonas simiae 13% 60.626 0.834 0.858 0.833 0.832 0.83 0.841 0.843 0.845 0.844 0.856

i Pseudomonas fluorescens PCL1751 2955 Pseudomonas simiae 100% 60.357 Solanum lycopersicum 0.835 0.856 0.832 0.832 0.832 0.841 0.844 0.846 0.843 0.855

& Pseudomonas fluorescens PICF7 2957 Pseudomonas simiae 100% 60.402 0.835 0.856 0.833 0.831 0.831 0.842 0.844 0.845 0.844 0.854

— Pseudomonas poae RE*1-1-14 197 Pseudomonas poae 100% 60.847 Beta vulgaris subsp. vulgaris 0.835 0.857 0.833 0.831 0.834 0.842 0.845 0.845 0.844 0.855
Pseudomonas sp FDAARGOS 380 6792 Pseudomonas lactis 75% 59.725 Homo sapiens 0.834 0.857 0.834 0.831 0.833 0.847 0.845 0.845 0.844 0.856

e Pseudomonas libanensis DMSP-1 7378 Pseudomonas lactis 100% 60.008 0.834 0.857 0.833 0.832 0.83 0.842 0.844 0.845 0.844 0.856

g Pseudomonas sp MYb193 6768 Pseudomonas fluorescens 100% 59.914 0.835 0.856 0.833 0.832 0.831 0.841 0.844 0.844 0.845 0.855
Pseudomonas fluorescens A506 168 Pseudomonas fluorescens 100% 60.032 0.835 0.857 0.833 0.831 0.832 0.84 0.844 0.845 0.845 0.855

0 Pseudomonas fluorescens Pt14 4039 Pseudomonas fluorescens 100% 60.262 0.835 0.856 0.833 0.831 0.831 0.841 0.843 0.844 0.845 0.855

o Pseudomonas synxantha 30B 11593 Pseudomonas synxantha 38% 59.722 0.835 0.856 0.833 0.83 0.832 0.841 0.843 0.845 0.844 0.854
Pseudomonas synxantha 2-79 11594 Pseudomonas synxantha 100% 59.779 0.834 0.856 0.833 0.83 0.832 0.841 0.844 0.844 0.844 0.854

1 Pseudomonas synxantha R2-54-08W 11597 Pseudomonas synxantha 61% 59.75 0.834 0.857 0.832 0.832 0.832 0.841 0.844 0.844 0.843 0.853

[ Pseudomonas synxantha R2-4-08W 11595 Pseudomonas synxantha 65% 59.98 0.834 0.857 0.832 0.832 0.831 0.84 0.844 0.844 0.843 0.854
Pseudomonas fluorescens LBUM223 5916 Pseudomonas synxantha 100% 59.43 0.834 0.856 0.833 0.831 0.831 0.841 0.844 0.845 0.844 0.853

. Pseudomonas synxantha NCTC10696 11598 Pseudomonas synxantha 100% 59.616 0.835 0.856 0.832 0.832 0.832 0.843 0.844 0.843 0.844 0.855

1 Pseudomonas synxantha R6-28-08 11596 Pseudomonas synxantha 100% 59.643 0.834 0.856 0.832 0.831 0.832 0.842 0.844 0.843 0.844 0.853
Pseudomonas orientalis F9 6667 Pseudomonas orientalis 100% 60.374 0.834 0.857 0.833 0.831 0.83 0.842 0.844 0.845 0.845 0.856

Pseudomonas orientalis L1-3-08 11571 Pseudomonas orientalis 100% 60.745 0.836 0.859 0.833 0.833 0.832 0.842 0.844 0.845 0.843 0.855

Pseudomonas orientalis 8B 11574 Pseudomonas orientalis 100% 60.642 0.835 0.858 0.833 0.832 0.83 0.842 0.845 0.845 0.844 0.856

Pseudomonas orientalis R4-35-08 11573 Pseudomonas orientalis 100% 60.719 0.835 0.858 0.833 0.833 0.832 0.842 0.844 0.845 0.844 0.856

1 Pseudomonas orientalis R2-66-08W 11572 Pseudomonas orientalis 100% 60.655 0.836 0.859 0.834 0.832 0.832 0.842 0.843 0.845 0.844 0.856
Pseudomonas sp R5-89-07 11556 Pseudomonas orientalis 50% 60.625 0.835 0.858 0.833 0.832 0.833 0.841 0.845 0.844 0.844 0.854

Pseudomonas sp R1-43-08 11559 Pseudomonas orientalis 50% 60.58 0.835 0.857 0.832 0.832 0.832 0.842 0.845 0.844 0.845 0.855

1 Pseudomonas sp R4-39-08 7779 Pseudomonas orientalis 57% 60.389 0.835 0.858 0.831 0.832 0.833 0.842 0.845 0.844 0.844 0.856
Pseudomonas sp R4-35-07 11541 Pseudomonas orientalis 83% 60.328 0.835 0.857 0.832 0.832 0.832 0.842 0.844 0.844 0.843 0.855

it Pseudomonas sp R3-52-08 11540 Pseudomonas orientalis 80% 60.293 0.835 0.858 0.832 0.831 0.834 0.841 0.844 0.845 0.843 0.855

) Pseudomonas sp R2-60-08W 9431 Pseudomonas orientalis 66% 60.39 0.835 0.858 0.831 0.831 0.832 0.842 0.844 0.844 0.844 0.855

T Pseudomonas sp R3-18-08 7774 Pseudomonas orientalis 50% 60.385 0.835 0.858 0.832 0.833 0.833 0.842 0.845 0.845 0.844 0.856

& Pseudomonas sp R4-34-07 7716 Pseudomonas orientalis 57% 60.384 0.835 0.858 0.83 0.832 0.832 0.841 0.845 0.844 0.844 0.855

P Pseudomonas sp R2-37-08W 11538 Pseudomonas orientalis 66% 60.398 0.835 0.857 0.833 0.831 0.831 0.842 0.845 0.845 0.844 0.855

s Pseudomonas sp R11-23-07 7390 Pseudomonas orientalis 80% 60.573 0.835 0.858 0.831 0.831 0.831 0.842 0.844 0.845 0.844 0.855
Pseudomonas sp R2-7-07 9503 Pseudomonas orientalis 83% 60.433 0.835 0.858 0.832 0.833 0.832 0.842 0.845 0.845 0.844 0.855|




